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MpopykT. lNonHoe HaMumeHoBaHne

1. OBLLEKJIMHUYECKUE NCCNTEOOBAHUA KPOBW (General Clinical Blood Tests)

CAHATOPHW

SHAHUE

CtoumocTb

* HeobxoauM 3aKa3 JOMOJSIHUTESIbHbIX TECTOB

1515 KnuHunyeckuii aHanns kposu: obLmii aHanus, neikopopmyna, CO3 (c 1 590
MUKPOCKOMMEN MasKa KpoBW Npv HanMyYnm NnaTonormiyeckmx COBmros)

1555 KnuHunyeckuii aHanns kposu: obLmii aHanus, neikopopmyna, CO3 (c 1 840
oba3aTenbHO «PYHHON» MUKPOCKOMNMEN Ma3Ka KPOBW)

5/119 KnuHunyeckunii aHanns Kposu: obLmii aHanms, nerikodopmyna (c 1 465
MUKPOCKOMMEN MasKa KpoBW Npv HanMyYnm naTonormiyeckmx COBmros)
O6wwmin aHanus kposu (OAK) (6e3 nelikoumnTtapHoin dopmynbl n CO)

5 (General Blood Analysis, without White Blood Cell (WBC) Count and 1 245
ESR)
TpombouunTbl, MUKpocKonua (NoacyeT B OKpaLleHHOM Ma3sKe Mo

TRO metoay Ponuno) (Platelets, Microscopy (Manual Platelet Count (PLT 1 320
Count): Indirect Method by Fonio))*
INeikoumnTtapHasa dopmyna (anddepeHunpoBaHHbIi nogcyeT

119 NenKoLUnNTOB, NENKOLMTOrpaMmMa) C MUKPOCKOMMEN Ma3Ka KpoBU npu 1 245
HaAN4YMM NATONIOrNYECKUX CABUIOB
INeikoumnTtapHasa dopmyna (anddepeHunpoBaHHbIi nogcyeT

911 NenKoLUnToB, NenkoumnTorpaMmma) ¢ o6a3atenbHOM «PYyYHON» 1 385
MUKPOCKONMEN Ma3Ka KpoBu

150 Petukynountbl (Reticulocytes) 1 310
CO3 (ckopocTb ocepanua apuTpounTtos) (Erythrocyte Sedimentation

139 1 220
Rate, ESR)

1600 OcmoTnyeckas pe3ncTeHTHOCTb SPUTPOLMTOB Ho8 | 1840

1618 AnekTpodopes remornoburHa. lemornobmHonaTnm Ho8 | 3755

1620 G6PD 3puTpoumToB, aKTUBHOCTb Ho8 | 3060

2. AMMYHOTEMATOJTOIUA (Immunohematology)

93 pynna kposu (Blood Group, ABO) 1 360

94 Pesyc-npuHagnexHocTb (pesyc-daktop) (Rh-factor, Rh) 1 360

15RH Rh (C, E, c, e) Kell-peHoTtunmposanme (Rh C (E, c, e) Kell-Phenotyping) | 1 780

140 ng:]I;'IOVIMMyHHbIe aHTUTena, BKovasg aHtutena K Rh-antureny (Anti 1 770

3. OLLEHKA CBEPTbIBAIOLLE CUCTEMbI (Assessment of Coagulation System)
AKTVBMpPOBaHHOE YacTn4YHoe (NapunanbHoe) TPOMBONIacTUHOBOE

1 Bpems (AYTB (AMNTB), kedanmH-kaonuHosoe Bpems) (Activated 1 295
Partial Thromboplastin Time, APTT)
MpoTtpombuH (npoTpombuHOoBOE Bpems, MNB), MHO (MexayHapoaHoe

2 HopmanusoBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT, |1 295
International Normalized Ratio, INR)

1409 ®akTop VIl (aHTrremodunbHbiii rnobynmH A) (Antihemophilic Globulin o7 | 1270
A, FVII)
®dakTop IX, akTnBHOCTb, % (PpakTop KprcTtmaca, aHTureMoodusnbHbIi

1410 dakTop «B») Factor IX, Activity,% (Christmas Factor, anti-hemophilic | do7 | 870
globulin “B”)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
AHTK-Xa akTnBHocTb, ME/Mn (["'enapuH, koHueHTpauus, ME/mn), Anti-
1412 Xa activity, IU/ml (Heparin con(centrgtion, IU/umI) P ) Ho7 11385
1413 ®dakTop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) o7 |1735
3 ®ubpuHoreH (Fibrinogen, FG) 1 350
4 AHtuTpoM6uH I, % aktnsHoctu (AT I, Antithrombin Ill, % Activity) 1 450
194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 1 295
164 D-anmep (D-Dimer) 1 1330
190 BonuaHouHbin aHTukoarynaHTt (BA) (Lupus Anticoagulant, LA ) 1 965
1263 MpotenH C, % aktusHoctn (Protein C, % Activity) Ho2 |2280
1264 MpoTteunH S ceoboaHbii (Protein S, Free) Ho2 | 2070
1153 MnasmuHoreH (Plasminogen) 1 795
"emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
OBC103 Gemostaziogfam, Scseenir:/g) P P ( ° 1 1200
"emocTasnorpamma (KoarynorpamMmma) paclivpeHHas
OBC109 (Hemostasiogﬁam (ccfagulggran:)), exte)nF:jed i 1 3535
4. BUIOXUMUYECKUE NCCINEAOBAHUA KPOBMU (Blood Chemistry Tests)
Broxumusa KpoBu: pacumpeHHbil npodunb (Serum Biochemistry:
OBC73 Extondod Profil) | Poduns { ’ ! 4945
OBC74 ||\5/|V|]r?|)r(:gﬂrs)g KPOBU: MUHMMarbHBbI npodunb (Serum Biochemistry: 1 2140
OBC154 Broxnmus kpoeu: 6as3oBbIl Npodunb 1 1575
4.1. Yrnesopbl (Carbohydrates)
16 Inioko3a (Glucose) 1 205
17 ®pykrosamuH (Fructosamine) Jo2 | 940
MukupoBaHHbI remornobuH hbalc (hbalc, Glycated Hemoglobin,
18 GHB) 1 750
215 JNakTart (Lactate) Jo2 | 690
[ NIOKO30-TONEPaHTHbLIN TECT C onpeaeieHNeM rIoKO3bl B BEHO3HOM
1T KPOBM HaTOLLLAK W MOCe Harpy3Ku yepes 2 uaca (Z-Hour Oral Glucose o2 |815
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
after Load), Venous Blood)
[ NIOKO30-TONEepaHTHbLIN TeCT C onpeaeneHnem rnokosbl u C-nentuaa
B BEHO3HOW KPOBW HaTOLLaK 1 Nocsie Harpysku yepes 2 Yyaca (2-Hour
rre Oral Glucose ?olerance l#est, OGTT, Glufgse and I{él-Protein ( Hoz2 11805
Concentration (Fasting and 2 Hours after Load), Venous Blood)
[ noKO30TONEepPaHTHbIN TecT nNpu 6epeMeHHoCTU (NepopanbHbIi
Mb-C ritokosoTtonepaHTHblli TecT, [ TT, OF'TT) Oral Glucose Tolerance Test, | Jo2 | 1055
Plasma, OGTT, Pregnancy
OBC65 KoHTponb anabeta: pacwmpeHHbiii (Diabetes Control: Extended) 1 4590
OBC65NEW | KoHTponb anabeTa: pacluMpeHHbI 1 5765
OBC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1 905
OBC67 IunabeT: aytommmyHHble Mapkepbl (Diabetes: Autoimmune Markers) Jo12 | 4590
4.2. llunnapl, nunonpoTtenHbl, anonunonpoTteunHsl (Lipids)
* Heob6XxoaUM 3aKa3s AONOJSIHUTESNIbHbIX TECTOB
30 Tpurnuuepuabl (TT) (Triglycerides) 1 245
31 XonectepuH obumii (XonectepuH) (Cholesterol Total) 1 240
XonectepuH JTNBIM (XonectepuH NMNonpoTeHOB BbICOKOW
32 nnotHocTtu, JINBIT, a-xonectepuH) (High-Density Lipoprotein 1 310
Cholesterol, HDL Cholesterol)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp

1644 XonectepuH JTMHIM (npsamoii metoa) Cholesterol LDL (direct) 1 295
XonectepuH JTMHI (XonectepuH NMNONPOTENHOB HU3KOM MOTHOCTH,

33 JIMHMN, B-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL 1 310
Cholesterol)*

218 XonectepuH-JINOHIT (XonectepuH NMNONpPOTENHOB OYEHb HU3KOW 1 450
nnoTtHocTu, JINMOHTM, VLDL Cholesterol)

1071 JlunonpotewuH (a), JTN (a) (Lipoprotein (a), Lp (a)) 1 1020
AnonunonpoTteunH A1 (AnonpoTeunH A1, ano A1) (Apolipoprotein A1,

219 1 680
Apo A1)

220 AnonunonpoTteuH B (AnonpoTteunH B, ano B) (Apolipoprotein B, Apo B) | 1 510

1512BILE YenyHble kucnoTbl (Bile Acids) 1 3050

OBC51 MNpodurnakTnka 3abonesaHnin cepaLa n COCYA0B U X OCNOXHEHNI 1 3840

OBC53 JInnnanbin npodune: pacwmpenHbili (Lipid Profile: Extended ) Ho2 | 3550

OBC54 JInnngnbin npodune: ckpuHuHr (Lipid Profile: Screening) 1 1045

OBC127 JlunuaHbI npodunb: pacluvpeHHbln He HaTowwak (Lipid Profile: o2 |3225
Extended)

OBbC128 JInnngnbin npodune: ckpuHuHr He HaTowak (Lipid Profile: Screening) | Oo2 | 950
KappnopucK, CKPUHUHIM-NEW - C BKITKOYEHNEM

OBC173 BbICOKOYYBCTBUTENbHOrO TponoHnHa n Hatpuypetunyeckoro ropmoHa | 1 5765
(B-tnna) N-koHueBoro nponenTtuaa

1680 XonecTtepuH He-JIMBI HaTolwak 1 505

1682 XonecTtepuH He-JIMBI He HaTowak 1 420

1675 PeMHaHTHbIV XOonecTepuH HaToLlaK 1 875

1685 PeMHaHTHbIN XONnecTepuH He HaToLLLaK 1 875

4.3. benkn n ammHokucnotbl (Proteins and Amino Acids)

* HeobxoauM 3aKa3 JOMNOJIHUTESIbHbIX TECTOB

10 AnbbymuH (Albumin) 1 230

28 O6wwmin 6enok (Protein Total) 1 220

29 Benkosble ppakumm (Serum Protein Electrophoresis, SPE, SPEP)* 1 475
M-rpagneHT, CKPUHUHI. DNeKTpodopes CbIBOPOTKN KPOBU,

4050 VMMYHODUKCaLMS C MONVBaNEHTHOW aHTUCBIBOPOTKOW, Ho12 | 2685
KONnMYecTBeHHas oLeHka M-6enka (6e3 TunupoBaHus)
M-rpagueHT, TunupoBaHue. InekTpodopes CbIBOPOTKN KPOBU,

4051 NMMyHOodUKCaUMs C NaHenNbio aHTUCbIBOPOTOK (pasaenbHo K igg, iga, Ho12 | 4945
igm, Kanna, nambaa), KonmyecTeeHHas oueHka M-6enka

1551 3neKTpod>ope3 6eﬂKO.B Mouu, onpefeneHne Tmuna npotenHypun (Urine 010 | 1895
Protein Electrophoresis)

1552 Benok beHc-[I)XoHca B MOYe, CKPUHWUHI C MPUMEHEHNEM 010 | 2390
MMMYHODUKCaUNM N KONMYeCcTBEHHOE onpepaeneHne

1553 Benok beHc-[)koHca B MoYe: UMMYHODUKCaLUMS, KONNYECTBEHHOE 010 | 3800
onpegeneHne, TMNMPOBaHME Kanna, naMmbaa

1539 CBoboaHble nerkue uenv MMMyHoOrnooynrHoB Kanna v namoga 010 | 2415
CbIBOPOTKMW C pacyeToM MHAEKCa Kanna/nambopa
CBobogHble nerkue uenv uMMyHornodynvHoB Kanna v nambéga B Moye

1540 (Urine immunoglobulin free light chains (FLC) kappa and lambda) Ho10 11655

153 MomoumctenH (Homocysteine) 1 1590

1689 AMVIHOKVICJ'IOvaI B NJIa3Me KPOBU - CKPUHVHIOBOE UcciiegoBaHme 13 o5 | 5200
nokasarene




CAHATOPHW

SHAHWE

MeguunHcKnia
UEeHTp

1690 ‘ AMUWHOKNCNOTBI B N1a3Me KpoBK, 48 nokasaTenen ‘ Ho 5 ‘ 7 865

4.4. OueHka pyHkUumM novek (Assessment of renal function)

22 KpeaTtuHuH (Creatinine) 1 230
KnyboukoBas ¢unbtpaums, pacyeT no popmyne CKD-EPI —

40CKDEPI KpeaTtuHuH (Estimated Glomerular Filtration Rate, egfr, CKD-EPI 1 245
Creatinine Equation)

1525 Lunctatun C (Cystatin C) Jo2 | 855
KnyboukoBasg ¢unbtpaums, pacyeT no ¢opmyne CKD-EPI — uncrtatuH

1526 C (Estimated Glomerular Filtration Rate, egfr, CKD-EPI Cystatin C Ho2 | 905
Equation)

1646 OueHka ckopocTu KnyboukoBoi punbTpaunm y neten no popmyne o2 | 260
LLBapua, kpeaTnHMH

26 MoueuHa (Urea) 1 230

27 Mouesas kucnota (Uric Acid) 1 225

OBCé61 O6cneposaHve noyvek: ckpuHuHr (Survey of Kidneys: Screening) Ho2 |1325

OBC60 O6cnepoBaHve noyek: pacwmpeHHoe (Survey of Kidneys: Extended ) o3 | 2875

OEC192 IHnabeTtnyeckas HedpponaTns: exxerogHoe MUHUMasbHoe o2 |1525
obcnepoBaHue

OBC195 OnabeTtnyeckas HedpponaTms: pacLLUMPEHHbII Ho2 | 5545

4.5. NMurmenTbl (Pigments)

* HeobxoauM 3aKa3 JOMNOJIHUTESIbHbIX TECTOB

13 BunupybuH obwmii (Bilirubin Total) 1 215

14 BunupybuH npsmoii (Bunnpy6urH KOHBIOrMPOBaHHbIN, CBS3aHHbIN) 1 215
(Direct Bilirubin, DBIL, Conjugated Bilirubin )

4.6. PepmenTbl (Enzymes)

8 AnaHnHamuHoTpaHcdepasa (anaT, AJ1T, rnytamuHo- 1 520
NMPOBMHOrpagHas TpaHcaM1Ha3a)

9 AcnapTatamuHoTpaHcdepasa (acat, ACT, rnytammHo- 1 520
LLLaBeNeBOYKCYCHasi TpaHCaMnHa3a)

1 Anbda-amunasa (a-amunasa, anactasa) (Alpha-Amilase, a-Amylase) | 1 285
Anbda-ammnasa naHkpeaTtudeckas (P-nsodpepmeHT ammnasbl)

12 . 1 320
(Pancreatic a-Amylase)

15 amma-rnytamuntpadcnentugasa (T, rnytamunTtpaHcnenTngasa) 1 505
(Gamma-Glutamyl Transferase, GGT)

19 KpeatunHkuHasa (KpeatuHdocdokumHasa, KK, KDK) (Creatine Kinase, 1 310
CK, Creatine Phosphokinase, CPK)

20 KpeaTtunkumHasa-MB (KpeatuHdochokunHasa-MB, KK-MB, KOK-MB) 1 410
(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)

23 JNunasa (Tpraunnranueponauunrugponasa) (Lipase) 1 310

o4 NakTtatoerngporenasa (J14I, L-naxkrtat, HAO+OkcngopenyKkrasa) 1 530
(Lactate Dehydrogenase, LDH)

34 XonuHacTtepasa (S-NcesgoxonuHacTepasa, xonuHactepasa ll, S-X3, 1 210
aunnxonunruaponasa) (Cholinesterase, Pseudocholinesterase, PCHE)

36 ®ocdaTtasa wenoyHas (LLLD) (Alkaline Phosphatase, ALP) 1 225

OBC56 O6cnenoBaHve neveHn: paclumpeHHoe (Survey of Liver: Extended ) 1 4055

OBC57 O6cnenoBaHne neveHn: ckpuHuHr (Survey of Liver: Screening) 1 1250

OEC59 CI:(pVIHVIHI' ayTOVMMYHHOTO NOPAXEHMS NedeHn (Autoimmune Liver o9 |8070
Disease: Screening)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
OBC59NEW | CKPUHUHI ayTOMMMYHHOIO NMOpa)keHns nevyeHun Ho7 |7890
OBC176 CKPVHUHI ayTOMMMYHHOI O NOPaXeHUS NeYeHn — pacLlupeHHbI Ho12 | 12905
OEC186 AyToMMYyHHBbI renatuT Tuna 1 (AVIM-1; ayToMMMYyHHbBIN renaTtuT o7 |3695
B3POCSbIX), CKPUHUHI

4.7. OueHKa coCTOsIHUS MHKpeTopHOM n cekpeTopHoi ¢-umin XKKT (Assessment of endocrine and
secretory functions of gastrointestinal tract (Gl Tract))

216 actpuH (Gastrin) Jo3 | 805
294 MencuHoreH | (Pepsinogen 1) o7 |1135
295 MencuHoreH Il (Pepsinogen I1) Jo7 |1135
MencuHorensl | n |l ¢ pacueTom cooTHowenus (MencuHoreH
211 I/MencuHoreH Il) (Pepsinogen I/Pepsinogen I, PG1/PG2) Ro7 12305
FACTP acTponaHens (gastropanel) Jo10 | 4180
CtumynsumoHHas npoba — NactpuH-17 (cTtumynuposaHHbii) (Gastrin-
978 17 Stimulation Test, Gastrin-17, G-17) [o10 | 1415
4.8. Mapkepbl MmeTabonuama koctHoi TkaHm (Bone Metabolism)
146 OcteokanbuuH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, 1 855
Bone Gla Protein, BGP)
928 25-0OH BUTaMUH D o6uwwmin (25-OH Vitamin D Total, 25(OH)D, 25- 1 1905
Hydroxycalciferol)
C-KoHueBble Tenonentuapl Konnarexa | Tuna (6eta-crosslaps, C-
TepMuHanbHbiin Tenonentug, CT) (Carboxyterminal Cross-linking
203 Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, Ho3 [1110
Beta-Cross Laps, B-crosslaps Serum, C-Telopeptide, Crosslaps, Type 1
Collagen, CT, b-ctx Serum)
N-TepMuHanbHbIV nponenTug npokonnareHa 1 obwwmin (Procollagen
204 Type 1 N-terminal Propeptide, PINP, Total) Ho2 1710
147 ﬂ,e.3OKCVIFIVIpVID,VIHOﬂVIH (ANnna) s moue (Deoxypyridinolinein, DPD, 1 1605
Urine)
4.9. AHTHokenpaHTHbIn ctatyc (Total Antioxidant Status, TAS)
AHTrokcngaHTtHbi ctatyc (O6wmii aHTnokecnaaHTHbI ctatyc) (Total
1500 Antioxidant Status, TAS) Ho7 16065
4.10. Butamunbi (Vitamins)
117 ButamuH B12 (unaHokobanamun, kobanamuH) (Cobalamin) 1 840
118 ®onvesas kucnota (Folic Acid) 1 1135
928 25-0OH BATaMMH D o6wwmin (25-OH Vitamin D Total, 25(0OH)D, 25- 1 1905
Hydroxycalciferol)
1317B12 AKTVBHbBIN BI/ITaMI/I-H B12 (FTonotpaHckobanamuH, Active-B12, o 4 1555
Holotranscobalamin)
877 ButamuH K1 B cbiBopoTke (punnoxmHoH) (Vitamin K1, Phylloquinone, o4 | 2630
Serum)
931 ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum) Jo4 | 2630
932 ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin E, alpha- o4 | 2630
Tocopherol, Serum)
1581 Owmera-3 nHpgekc (Omega-3 Index) Jo4 | 5250
1587 YXupHble KncnoTol, npodunb: omera-3,-6,-9, nnasma (Fatty acids No4 |10090
panel, omega-3, -6, -9, plasma)
1604 Butamuu B1 (Tvamun) Jo4 | 2630




CAHATOPHW

SHAHWE

MeguunHcKnia
UEeHTp

1609 ButamuH B2 (pnbodnasuH) Jo4 | 2630

1610 Butamuu B3 (HukoTuHamua) Jo4 | 2630

1608 Butamuu B5 (naHToTeHoBas kucnora) Ho4 | 2630

1605 Butamun B6 (nupunpokcanbdocdar) Jo4 | 2630

1611 Butamuu B7, H (6roTuH) Jo4 | 2630

1606 ButamuH C (ackopbuHoBas KucnoTa) Jo4 | 2630

1614 PeTuHun nanbmutaTr Ho4 | 2630

1615 beTa-kapoTuH Ho4 | 2630

1603 1,25-purnapokcnsutamuH D3 (1,25-dihydroxivitamin D3) Ho4 | 1735

1616 Eﬂvg/ell\l\;g)H 25(0H)D2 1 25(0H)D3, pasaenbHoe onpeaeneHune (BIXKX - Mo4 | 4955

1827 YXnpo- 1 BogopacTeBopuMble BUTaMUHBI Ho4 | 24540

1828 YXunpopacTtBoprMble BUTaMUHbI Ho4 | 8580

1829 BopopacTtBopuMble BUTaAMUHBI Ho4 | 15990

1830 HelipoTponHbie BUTaMUHbI Ho4 | 5375

OBC156 ButamuH [ n MuHepanbHbii obmeH 1 2 350

4.11. Heopranunueckue Beujectsa (Inorganic Matters)

* HeobxoauM 3aKa3 JOMNOJIHUTESIbHbIX TECTOB

39 KaanH.anmWXnop B CbIBOPOTKE KPOBMU (K+/Potassium, 1 510
Na+/Sodium, Cl-/Chloride, Serum)

37 Kanbuuii obwmin (Ca) (Calcium Total) 1 245

165 é:ﬂ?&;?;ﬁ:@;g;ﬁ;%lm (Ca2+, cBobogHbIli kanbuuii) (lonized Mo2 | 450

40 Marnuin (Mg) B cbiBopoTke kKposu (Magnesium (Mg), Serum) 1 260

41 ®docdop HeopraHnyeckuii (P) (Phosphorus (P)) 1 260

48 Yeneso (Fe) B cbiBopoTke Kposu (Iron (Fe), Serum) 1 245
NaTeHTHas (HeHachbILEeHHas) )ene3ocBa3biBatoLLLas CoCobHOCTb

49 cbiBopoTku Kposu (JIXKCC, HXXCC) (Unsaturated Iron Binding 1 270
Capacity, UIBC)

155 O6uas xenesocesbiaioLyas crnocobHocTb cbiBopoTku (OXKCC) 1 Becnn.
(Total Iron Binding Capacity, TIBC)*

OBbC68 OuarHocTtrka aHemuii (Diagnosis of Anemia) 1 4 285

OBC185 :;?:j:iiﬁﬁ:g;f;:::Mm: OVarHoCcTMKa U KOHTPOJb o2 |1870

OBC191 KoHTponb apPekTUBHOCTN IeHeHNS >j<ene3op,ed>|/|uv|TH0|7| aHeMum o2 | 1095
npenapaTtamu Xenesa, MMHUManbHbIN

4.12. Cneuunduueckune 6enkun (Specific proteins)

42 AnTtuctpentonusun-0O (ACJ1-0, ACJ10) (Antistreptolysin-O, ASO) 1 385

43 C-peakTuBHbIin 6enok (CPB) (C-Reactive Protein, CRP) 1 450

1643 BbicokouyBcTBUTENBHBIN C-peakTuBHbI 6enok (kapano) 1 645

44 PesmaTtoungHbiii paxktop (PP) (Rheumatoid Factor, RF) 1 385

840 Llepynonnasmun (Ceruloplasmin) 1 740

841 ManTorno6ux (Haptoglobin) 1 725

1210 Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, a2-Macroglobulin, 1 565
A2M)

1200A1AT ﬁ?zijr),aAL\'?:-'(T;Mo;e;l;x:;igé\;AT), KoHueHTpaumsa (Alpha-1-Antitrypsin, o1 | 1630




CAHATOPHW

SHAHWE

MeguunHcKnia
UEeHTp

Anbda-1-antutpuncun (A1AT), peHoTunmposaHue (Alpha-1-

832ATA Antitrypsin, A1AT, AAT, Phenotyping) Ho17 13015

50 TpaHcdeppuH (Cuaepodunun) (Transferrin) 1 575

51 ®epputnH (Ferritin) 1 600

21 Mwuorno6un (Myoglobin) 1 650
HaTtpuitypetrnyeckoro ropmoHa (B-tvna) N-koHueBoi nponentug

1631 (NT-probnp, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type 1 3205
Natriuretic Peptide)

157 TpononuH-I (Troponin-I) 1 780

838 Kap6ormgpaT—,u,ed)muMTHb|V| TpaHcdeppuH (Carbohydrate-Deficient Mo4 |3500
Trancferrin, CDT)
Kapborupgpat -pedununTHbIl TpaHcheppuH ¢ anekTpodoperpamMmmon

839 (Carbohydrate-Deficient Transferrin with results on an Ho4 | 3660
electrophoregram (CDT))

1566 lencuanH 25 (6uoaktueHbiin) (Hepcidin 25, bioactive) o7 |7725

1595STER PacTtBopumble peuentopbl TpaHcdeppurHa (pTdp, Soluble Transferrin o9 | 2050
Receptor, stfr)

1700 MpokanbuunTtoHuH (Procalcitonin) 1 1850

OEC63 Bonu B cycTaBax: pacwmpeHHoe obcnegosanume (Joint Pain: Extended fo5 | 9050
Survey)

OBCé4 ApTpuTbl Npy peBmaTnyeckux 3abonesaHnsx (Rheumatic arthritises) 1 2305

OBC64MOD | Bonu B cycTtaBax: ckpunuHr (Arthralgia: screening test) Ho8 | 5595

OBC120 Moparpa 1 1270

OBC125 PeemaTongHbiii aptpuT (Rheumatoid arthritis). Jo2 | 1505

OBC170 BbonesHb BI/IJ.'IbCOHa-f.(OHOBa{'IOBa, ernoxnummyeckne Tectbl (Wilson- Mo 6 5530
Konovalov disease, biochemical tests)

4.13. OHkomapkepbl (Tumor Markers)

* Heob6Xo4UM 3aKa3 JONOJIHUTESNIbHbIX TECTOB

103 MCA obwuin (MpocTtaTtnueckunii cneundundecknii aHTUreH obLmin) 1 630
(Prostate-Specific Antigen Total, PSA Total)

OBC69 OHKOpPUCK MYXCKoit: npeacTatenbHas xenesa (Male oncologic risk: 1 1350
prostate)

2113 OueHka 3aoposbs npoctaTsl (MCA obu., MNCA cB., -2propsa, phi) Ho4 | 3350

171 KanbuuTtoHuH (Calcitonin) 1 1145

92 Anbda-dpetonpotenH (ADM) (a-Fetoprotein, AFP) 1 705

141 PakoBo-amb6puroHanbHbili aHTureH (PIA, KapunHO3IMBPUOHasbHBbI 1 830
aHTtureH) (Carcinoembryonic Antigen, CEA)

142 CA-15-3 (YrneBoaHbiin aHTureH 15-3) (Carbohydrate Antigen CA-15-3, 1 815
Cancer Antigen CA-15-3)
CA-72-4 (YrneBogHbli aHTureH 72-4) (Carbohydrate Antigen CA-72-

166 4, Cancer Antigen CA-72-4) Ho2 1110
CA-19-9 (YrneBopHbiii aHTureH 19-9) (Carbohydrate Antigen CA-19-9,

144 . 1 830
Cancer Antigen-Gl)
LintokepaTtuHosbiit dparmeHT (Cyfra 21-1, dparmMeHT untokepaTtmHa

167 19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Oo2 | 1145
Soluble Fragments, Cyfra 21-1)

143 CA-125 (YrnesopaHbiii aHTureH 125) (Carbohydrate Antigen CA-125, 1 830
Cancer Antigen CA-125)
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1281

HE4 (Benok 4 anuguavmunca yenoseka) (Human Epididymis Protein 4,
HE4)

Ho 2

CAHATOPHW

SHAHWE

1605

ROMA1

OueHka puycka paka andHunkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropntm pacuyeTta p1cka anuTenmanbHOro
paka sn4HnKoB) (ans »eHwmH oo meHonaysbl) (Risk of Ovarian
Malignancy Algorithm, ROMA (Before Menopause))

Ho 2

2 445

ROMA2

OueHka puycka paka andHunkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropntm pacuyeTta p1cka anuTenmanbHOro
paka sn4H1KoB) (ans »eHwmH nocne meHonay3sbl) (Risk of Ovarian
Malignancy Algorithm, ROMA (After Menopause))

Ho 2

2 445

1280

CA-242 (YrneBoaHbIin aHTUreH 242, onyxonesbli mapkep CA-242)
(Carbohydrate Antigen CA-242, Tumor Marker CA-242)

Ho 6

1085

208

Beta-2-mukpornobynuH (B-2-MUKpornobynviH) B CbIBOPOTKE KPOBU
(Beta-2-Microglobulin, BMG, Serum )

Ho 3

1110

209

HelipoHcneunduyeckas eHonasa (HCE) (Neuron-Specific Enolase,
NSE)

Ho 2

1620

946

XpomorpanuH A (Chromogranin A, cga)

Ho 5

6 065

1198

Benok S100 (S100 Protein)

Ho 2

3065

1296

SCC (AHTUreH nnockokneTo4Hon kapunHomsbl) (Squamous Cell
Carcinoma Antigen, SCCA, sccag)

Ho 6

1270

1297

UBC (AHTUreH paka MO4YeBOro ny3bips, UCCefoBaHe pacTBOPUMbIX
dparmeHToB UnTokepaTnHoB 8 1 18 B moue) (Urine Bladder Cancer
Antigen, Urine Bladder Cancer, UBC)

Ho 8

2305

4050

M-rpapueHT, CKPUHUHT. DneKkTpodopes CbIBOPOTKN KPOBY,
NMMyHodUKCcaLma C NONMBanNeHTHON aHTUCBIBOPOTKOM,
KonuyecTBeHHas oleHka M-6enka (6e3 Tunuposanus) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation
with Polyvalent Antiserum, Quantification of M-Protein (without

Typing))

Ho12

2685

4051

M-rpagueHT, TMNMpoBaHue. INeKTPodope3 CbiIBOPOTKM KPOBMU,
NMMyHOodUKCaUMs C NaHenNbio aHTUCbIBOPOTOK (pasaenbHo K igg, iga,
igm, Kanna, nambpaa), KonuyecteeHHas oueHka M-6enka (M-Gradient,
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
Antisera (igg, iga, igm, Kappa, Lambda), Quantification of M-Protein)

Ho12

4945

104

MCA cBobogHbin (MpocTaTnueckuii cneundpuyecKknii aHTureH
cBOBOAHbIN)*

1

680

7650

MoneKynapHo-reHeTMYeckas AMarHoCcTVIKa paka npencraTesibHon
xenesbl

o 8

4000

5. OUEHKA ®YHKLUMWN SHOOKPUHHOW CUCTEMBbI (Assessment of endocrine system function)

OBC95 VIP-o6cnenosaHve ang »xeHwmH (VIP-Survey for Women) Jo4 | 11435
YXeHcKuni ropmoHanbHbI Npodunb: ANCOYHKLUNS SUYHNKOB,

OBC80 HapylLueHust MeHcTpyanbHoro uukna (Female Hormonal Profile: Ho3 | 5505
Ovarian Dysfunction, Menstrual Irregularities)

OBC8ONEW YXeHcKuni ropmoHanbHbI Npodunb: ANCOYHKLUNS SUYHNKOB, Mo3 |7555
HapyLUEeHNS MEHCTPYanbHOrO LUMKna

OECS1 ﬂpo§neMbl Hean-!aLumsaqu: ayTouMMyHHbI npodunb (Miscarriage: Mo4 |5325
Autoimmune Profile)

OBC82 OueHka aHaporeHHoro ctatyca (Assessment of Androgen Status) o3 | 2280
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lMnaHnpoBaHne bepeMeHHOCTU: OMarHOCTVKa YPOreHNTasNbHbIX

OBC8s8 nHdekunin (Pregnancy Planning: Diagnosis of Urogenital Tract Ho3 | 3205
Infection (UTI))
Xouy cTaTb MaMOW: KOMMJIEKCHOE 06CnefoBaHve Npu N1aHMpPoOBaHUK

OBbC83 6epemeHHocTn (Want to Become a Mother: Pregnancy Planning, o3 |11235
Comprehensive Survey)

OBC84 TORCH-uHdpekumu (torch-Infections) 1 4 830
BepemenHocTb: Il TpumecTp (14-28 Hepenun) (Pregnancy: Second

OBCB6 Trimester (14-28 Weeks)) 1 675
BepemenHocTb: lll TpumecTp (oT 29-30 Hepenb) (Pregnancy: Third

OBC87 Trimester (29-30 Weeks) ) 1 5095

OBC121 MoaroToBka K bepeMeHHOCTU: 6a30BbIN Ho7 12 695

OBbC122 [MoarotoBka K 6epPeMEHHOCTU: OLLEHKa BUTaMUHHOIO cTaTyca 1 4 450

OBbC123 MoaroToBka K 6epPeMeEHHOCTU: CKPbITbI AedbULNT Kenesa 1 1895

OBC85NEW BepemenHocTb: 1-11 TpumecTp (1-13 Hepenn) nnn 1-i BU3NUT Ho2 |7370

CINK41 JTabopaTopHasa guarHocTuKa rmnepaHaporeHeMmnm 1 3295

CrKS2 OueHKa ropMoHanbHOro ctaTyca Npu HapyLLIEeHU MEHCTPYaIbHOro o3 |2185
uMKna

OEC175 "opMoOHanbHoe obcnenoBaHne O )XEHLWWH B nepuog, 1 2 660
MeHonMay3asnbHOro nepexoga

OEC187 HKeHCcKunii ropMoHanbHbIN NPodub: HapyLLIEHWS MEHCTPYabHOroO o2 | 2690
LMKNa, CKPUHWUHF

5.1. OueHka ¢yHkumm runodpusa (Assessment of Pituitary Function)

* Heob6Xo4UM 3aKa3 JONOJIHUTESNIbHbIX TECTOB
AnpeHoKopTUKOTPOMHbIN ropmoH (AKTT, KOPTUKOTPOMNMH)

100 (Adrenocorticotropic Hormone, ACTH) Ho2 | 840
TupeoTponHbili ropmoH (TTI, TupoTtponuH) (Thyroid Stimulating

56 1 575
Hormone, TSH)
ComaTtoTponHbiii ropmoH (comaTtoTponuH, CTIN) (Growth Hormone,

99 GH) 1 705

174 ComatomeavH C (MHcynuHonopobHbii paktop 1) (Somatomedin C, 1 1300
Insulin-like Growth Factor 1, IGF-1)
®onnukynoctumynupytowmii ropmoH (PCI) (Follicle Stimulating

59 1 575
Hormone, FSH)

60 JliotennHnsunpytowmin ropmon (J1IN) (Luteinizing Hormone, LH) 1 575

61 MponakTtuH (Prolactin) 1 565

6161 MakponponakTtuH (Macroprolactin)* 1 1415

1645 MenaToHuH, nnasma (Melatonin, plasma) Jo5 | 3005

OBC75 LLInToBnaHas »enesa: pacwmpeHHoe obcnepgosaHuve (Thyroid Gland: 1 5775
Extended Survey)

OBC76 LLinToBunaHas »enesa: ckpuHuHr (Thyroid Gland: Screening) 1 1645

5.2. OueHka ¢oyHKUumn wutoBnaHom xenesbl (Assessment of Thyroid Function)
TupeoTponHbii ropmoH (TTT, TupoTtponuH) (Thyroid Stimulating

56 1 575
Hormone, TSH)
TupokcrH obwmin (T4 obLumii, TeTpanoaTUPoHUH obwmin) (Total

54 . 1 535
Thyroxine, TT4)

55 TupokcuH cBoboaHbin (T4 ceoboaHbiin) (Free Thyroxine, FT4) 1 575

52 TpuitoaTuporuH obwmin (T3 obwmin) (Total Triiodthyronine, TT3) 1 525
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TpuitoaTnpoHuH ceoboaHbiin (T3 ceoboambiin) (Free Triiodthyronine,
53 FT3) 1 575
1612 Tp"l/ll/IO,D,Tl/IpO.Hl/IH peBepcuBHbIli (T3 peBepcuBHbIA, Reverse No5 |7220
Triiodthyronine).
TVpoKCUHCBSA3bIBaoLLAs CMOCOBHOCTL (MOrfoLweHne TUPeonaHbIX
196 rOpPMOHOB; MHAEKC CBA3bIBaHMS TUPOKCUHA; MHOEKC CBOOOOHOrO Mo3 |705
TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, ft4i)
197 TupeornobynuH (TI) (Thyroglobulin, TG) Jo4 | 705
AnTtuTena Kk TupeornobynuHy (AT-TI) (Anti-Thyroglobulin
57 Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, tgab, 1 705
Anti-Tg Ab, ATG)
AHTuTEna K TupeoungHon nepokcunaase (AT-TMNO, MuKkpocomManbHble
58 aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal 1 665
Antibodies, TPO Antibodies, tpoab, Anti-TPO)
AHTUTENa K MUKpocomanbHon ppakumm Tupeoumntos (AT K
MWKpOCcoMalibHOMY aHTUreHy TupeouuTtos, AT-MAIT, AMAT,
198 . . Ho7 625
TUpeougHble aHTUMUKPOCcoMarsbHble aHTuTena) (Anti-Thyroid
Microsomal Antibodies)
AHtutena k peuentopam TTI (AT K peuenTopam TMPEOTPONHOro
199 ropMoHa B cbiBopoTke Kposu, AT-pTTr) (Thyroid-Stimulating Hormone o6 |1935
Receptor Antibodies, TSH Receptor Antibodies, tshrabs, TSH binding
inhibitor immunoglobulin, TBII)
5.3. OueHka ¢yHKUMM Kopbl HagnovyedHnkos (Assessment of adrenocortical function)
65 KopTtuzon (MTmapokopTtnsoH) (Cortisol, Hydrocortisone) 1 590
CBobopgHbili KopTuson, cytouyHas moua (Free Cortisol, Free
78 Hydrocortisone, 24-Hour urine) Ho2 1920
1508 KopTtuson, cntona (Cortisol, Saliva) Ho2 | 740
205 AnbpocTtepoH (Aldosterone) Ho2 | 825
206 PenuH (PeHuH nnasmbl Kposu, npsivoe onpeaenenne) (Direct Renin, o2 |1135
Plasma)
1302ARR ﬁgbRJ;,OCTepOH-peHVIHOBoe cooTHolweHwue (Aldosterone-Renin Ratio, o6 |1735
1301 MperHeHonoH (Pregnenolone) Jo5 | 2405
5.4. OueHka aHpporeHHoro ctatyca (Assessment of Androgen Status)
64 TecTtocTtepoH (Testosterone) 1 565
169 CBobogaHbili TectocTepoH (Free Testosterone) Jo5 |1270
168 OurngpotectoctepoH (O T) (Dihydrotestosterone, DHT) Jo5 |1710
195 AnpgpocTteHanoH (Androstenedione) 1 1270
AHppocTeHavon riokypoHng, (AHAPOCTaHANON MIOKYPOH)
170 (Androstanediol Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol Ho5 | 1415
G)
101 DernppoanuanapocTtepoH-cynbdat (J2A-S04, 1 590
Dehydroepiandrosterone sulfate, DHEA-S)
1602 JernapoanuaHapocTepoH (HEKOHBIOrMPOBaHHbII) Jo5 |1620
156 17-ketocteponapl (17-KC) B moue (17-Ketosteroids, Urine) Jo4 | 1830
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) Jo3 | 650
149 nobynuH, ceasbiBatoLmii nonosbie ropMoHbl (MTCMTM) (Sex Hormone- 1 635
Binding Globulin, SHBG)

5.5. dcTtporexbl n nporectuHbl (Estrogens and Progestins)
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62 Actpapvion (32) (Estradiol, E2) 1 565

63 MporectepoH (Progesterone) 1 575

1771 MeTabonuThl 3CTPOreHOoB 1 NPOrecTepoHa, 24-4 moua (Estrogens and No5 | 6470
progesterone metabolites, 24-h urine)

5.6. HectepounaHblie perynatopHbie ¢paktopbl nonosbix xene3 (Nonsteroidal Gonadal Factors)
Antumionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH,

1144 Mullerian Inhibiting Substance, MIS) Hos4 11605

1145 WHrnéuH B (Inhibin B) Jo6 |1515
Tpodobnactuueckuin beta-1-rnmkonpotenH (TBIN) (Trophoblastic

158 beta-1-Globulin, TBG) o6 1665

5.7. MOHUTOPUHI 6epeMEHHOCTN, BUOXMMUYEeCcKne MapKepbl COCTOSIHUS! Mopa

(Monitoring of Pregnancy, Biochemical Markers of Fetal Status)

66 XopuroHnyeckunin roHagoTponuH Yenoseka (XY, 6eta-XIY, B-XIM4) 1 500
(Human Chorionic Gonadotropin, HCG)
CBoboaHbiii B-XI'Y (cBoboaHas B-cybbeamnHiLLa XOPUOHNYECKOro

189 roHapoTponuHa Yyenoseka) (Free Human Chorionic Gonadotropin, 1 705
Free HCG)
MnaueHTapHbIn nakToreH (XoproHNYECKMii COMaTOMaMMOTPOMMH)

207 (Placental Lactogen, PL, Human Placental Lactogen, hpl, Chorionic fo8 | 815
Somatomammotropin, CS, Human Chorionic Somatomammotropin,
hcs)

161 AccounnpoBaHHbIn ¢ 6epeMeHHOCTbIO NPOTENH-A Nnasmbl 1 895
(Pregnancy-Associated Plasma Protein-A, PAPP-A)

134 CsobogHbiii actpuon (Estriol Free, E3) 1 635

92 Anbda-PpetonpoTtenH (ADI) (a-Fetoprotein, AFP) 1 705
MpeHaTanbHbI CKPUHKHE Tprcomuii: | TpumecTp (PRISCA-1)

PRS1 (Maternal Screen, First Trimester; Prenatal Screening |; PRISCA | 1 1655
(Prenatal Risk Calculation))
MpeHaTanbHbl CKpUHUHE Tprcomuii: |l Tpumectp (PRISCA-2)

PRS2 (Maternal Screen, Second Trimester; Prenatal Screening Il; PRISCA Il | 1 2290
(Prenatal Risk Calculation))

1634 MnaueHTapHbili paxkTop pocta (PLGF) Jo3 | 3235

1648 PactBopumas fms-nopobHas TMposnHkuHasa-1 (sflt-1) Jo3 | 3945

1649 Mapkepbl pucka npeaknamncum: sflt-1, plgf, cootHoweHue sflt-1/plgf Ho3 | 7335

5.8. OueHKa 3HAOoKPUHHOM GYHKLMM noaykenyaoyHoi xenesbl (Assessment of Panc

reatic Endocrine

Function)
172 NHcynun (Insulin) 1 895
173 MpouvHcynuH (Proinsulin) Jo6 |1055
148 C-nentug (C-Peptide) 1 830
OueHKa MHCYNIMHOPE3UCTEHTHOCTU: FMtoKo3a (HaToLwak), MHCYNH
11HOMA (HaToWwakK), pacuet nHaeKca .HOMA-IR (Insulin Resstancg: Fasting 1 1100
Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)
5.9. BuorenHblie amunbl (Biogenic Amines, BA)
Katexonamunbl (agpeHanuH, HopagpeHanvH, oodaMinH) B nnasme
KATENJ kposu — KATEJ1 (Catecholamines: Epinephrine/Adrenaline, o5 |2630

Norepinephrine/Noradrenaline, Dopamine, Plasma)
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KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, oodamnH) B Moye
151 (Catecholamines: Epinephrine/Adrenaline, o5 |2745
Norepinephrine/Noradrenaline, Dopamine, Urine)

MeTabonnTbl KaTexonaMMHOB N CEPOTOHNHA, CYyTOYHas MoYa:
BaHUNUnMuHpanesas kucnota (BMK), romoBaHunMHoBas Knucnora
950 (FBK), 5-rugpokcunHaonykcycHas kucnota (5-F'MYK)(Catecholamines | lo4 | 2875
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid,
VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA)

MeTaHedpuHbl dpakLmoHNpoBaHHble (CBOBOAHbIE U
1166 KOHbBIOrMpOBaHHbIe), 24-4yacoBas Mmoda (Metanephrines fractionated, o5 |2875
free and conjugated , 24-h urine)

KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, oodamuH) B Mode
152 (Catecholamines: Epinephrine/Adrenaline, Ho5 |2620
Norepinephrine/Noradrenaline, Dopamine, Urine)

1270 MctamuH B nnasme kposu (Histamine, Plasma) Ho4 | 3065

993 CepoToHVH B cbiBOpoTKe Kposu (Serotonin, Serum) Ho4 | 2645

MeTaHedppurHbl dpakLMOHNPOBaHHbIE, pa3oBag Mo4a (cBoboaHble +
1674 KoHblornposaHHble) (Metanephrines fractionated, free + conjugated, Ho5 | 2115
random urine)

5.10. Kanbuwmit-perynupyiowme ropmobi (Calcium-regulating hormones)

171 KanbuuTtoHuH (Calcitonin) 1 1145

102 ﬂapaTmpegmnglﬁ ropmoH (MapatropmoH, napatvpuH, MTI) 1 855
(Parathyroid Hormone, PTH)

5.11. FTopmoHbl xxuposoi Tkauu (Adipose Tissue Hormones)

175 | NenTu (Leptin) | [o5 | 1020

5.12. Perynsaums sputponoa3sa (Regulation of Erythropoiesis)

222 ‘ AputponoatuH (Erythropoetin) ‘ Jo?2 ‘ 1200

5.13. OueHka pucka pa3Butusa 3abonesaHuii cepagedHo-cocyamncton cuctemnl (Cardiovascular Disease
Risk Assessment)

1677 ‘ OvmeTnnaprmHH acMMMETPUYHbIN B KPOBU ‘ o5 ‘ 4090

6. MMKPOJ3JIEMEHTbI (Microelements)

*CTOMMOCTb YKa3aHa gJiga npoBefeHuna nccnegoBanms ogHoro M3 ¢ npobonoaroToBKon/CcTOMMOCTb
npoBefeHnNsa uccnenoBaHns Ka)kaoro aononHutenbHoro M3 us Toro e obpasiia buomatepuana.
HobaBntb niobon M3 MOXXHO TONBLKO B AieHb caaun buomaTtepuana! * NpoBoauTb UccnenoBaHUs HOrTen
Ha M3 pekomeHpyeTcsa TOJIbKO B C/ly4ae HEBO3MOXHOCTU cAaTb Ha aHaNM3 BOJIOCHI. DTO
anbTepHaTUBHbIM BosiocaM buomaTtepuan ansa uccrneaoBaHUsa peTpocneKkTuBHoro oomeHa M3 B
opraHusme. OgHako HOrtTu cunTaloTca bonee 3arpa3HéHHbIMU M3 nsBHe. 9TO HEOOXOAMMO yUnNTbIBATb
Npu OLLEHKE MOJIyYEHHbIX pPe3yJibTaToB.

6.1. MukpoanemeHTbl B KpoBu (CbIBOPOTKa KpoBW, LenbHas kposb) (Microelements, Serum, Venous
Blood)

OcHoBHble acceHUmManbHble ()KU3HEHHO HeobxoavMble)
M31 MUKPO3neMeHTbl B cbiBopoTke KpoBu (Essential Vital Elements, o6 |1580
Essential Trace Elements, Serum)

TOKCUYHbIE MUKPO3SIEMEHTbI (TSXKESble MeTassibl) B BEHO3HOMN KPOBMU

M32 (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) Ho6 11580
MUKpPO3neMeHTbl B CbIBOPOTKE KPOBU 1 BEHO3HOM KPOBU: CKPUHUHT

M33 (Trace Elements, Serum, Venous Blood: Screening) Ho6 | 3790

874 Kaamuin (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum)) Jo6 | 1125/280*

863 Ko6anbT (Co) B cbiBopoTKe Kposu (Cobalt (Co), Serum) Jo6 | 1125/280*

888 Menp (Cu) B chiBopoTke Kposwu (Copper (Cu), Serum) Jo6 | 1125/280*
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892 Mapraneu, (Mn) B cbiBopoTke KpoBu (Manganese (Mn), Serum) Jo6 | 1125/280*
869 CeneH (Se) B cbiBopoTKe Kposu (Selenium (Se), Serum) Jo6 | 1125/280*
868 LnHk (Zn) B cbiBOpOTKE Kposu (Zinc (Zn), Serum) Jo6 | 1125/280*
893 Hukenb (Ni) B ceiBopoTke kposwu (Nickel (Ni), Serum) Jo6 | 1125/280*
1111 3onoTo (Au) B cbiBopoTKe Kposu (Gold (Au), Serum) Jo6 | 1125/280*
873 MonunbaeH (Mo) B cbiBopoTke kKposu (Molybdenum (Mo), Serum) Jo6 | 1125/280*
1118 Tannui (T1) B chiBopoTKe Kposwu (Thallium (TI), Serum) Jo6 | 1125/280*
883 Mbiwbsik (As) B cbiBopoTke Kposwu (Arsenic (As), Serum) Jo 6 | 1125/280*
1491 Noa B cbiBopoTke (lodine, serum) Ho 6 | 1125/280*
814 Jlntuin (Li) B cbiBopoTke Kposu (Lithium (Li), serum) Jo4 | 1325
1112 Kapomuin (Cd) B BeHosHol kposu (Cadmium (Cd), Blood) Jo 6 | 1125/280*
1113 Ko6anbT (Co) B BeHo3How kposu (Cobalt (Co), Blood) Jo 6 | 1125/280*
1114 Mepap (Cu) B BeHosHo kposu (Copper (Cu), Blood) Jo6 | 1125/280*
1115 Mapraneu, (Mn) B BeHo3HoW kposu (Manganese (Mn), Blood) Jo6 | 1125/280*
1116 Hukenb (Ni) B BeHosHol kposwu (Nickel (Ni), Blood) Jo6 | 1125/280*
117 CeneH (Se) B BeHo3Ho kposu (Selenium (Se), Blood) Jo6 | 1125/280*
1119 LunHk (Zn) B BeHo3HoW KpoBwu (Zinc (Zn), Blood) Jo6 | 1125/280*
878 CsuHeu (Pb) B BeHo3How kposu (Lead (Pb), Blood) Jo 6 | 1125/280*
1141 PtyTtb (Hg) B BEeHO3HO Kposu (Mercury (Hg), Blood) Jo 6 | 1125/280*
6.2. MukpoanemeHTbl B Moue (Microelements, Urine)
ScceHumnanbHble (KN3HEHHO HEOBXOAMMbIE) I TOKCUYHbIE
M24 MUKpoanemMeHTbl B Mode (Essential Vital Elements, Toxic Trace Hoé6 | 3195
Elements, Urine)
1040 Kagmuii (Cd) B moue (Cadmium (Cd), Urine) Jo 6 | 1125/280*
1034 Ko6anbT (Co) B moue (Cobalt (Co), Urine) Jo6 | 1125/280*
1035 Mepb, Mmoua, pasoBas nopuus (Copper, random urine; Cu) Jo6 | 1125/280*
889 Megb (Cu) B cytouHoi moue (Copper (Cu), 24-Hours Urine) Jo6 | 1125/280*
1032 Mapraneu, (Mn) B moye (Manganese (Mn), Urine) Jo 6 | 1125/280*
1038 CeneH ( Se) B moue (Selenium ( Se), Urine) Jo6 | 1125/280*
1036 LnHk (Zn) B Mmoue (Zinc (Zn), Urine) Jo 6 | 1125/280*
894 Hukenb (Ni) B moue (Nickel (Ni), Urine) Jo 6 | 1125/280*
895 CsuHel (Pb) B moue (Lead (Pb), Urine) Jo6 | 1125/280*
1042 Ptytb (Hg) B Moye (Mercury (Hg), Urine) Jo 6 | 1125/280*
1074 Tannuin (T1) B moue (Thallium (TI), Urine) Jo 6 | 1125/280*
1037 Mbiwbsik (As) B moue (Arsenic (As), Urine) Jo6 | 1125/280*
881 AntomuHnin (Al) B moue (Aluminum (Al), Urine) Jo6 | 1125/280*
1033 YXeneso (Fe) B moue (Iron (Fe), Urine) Jo6 | 1125/280*
1479 Wog (1) B moue (lodine (1), Urine) Jo6 | 1125/280*
6.3. MukpoanemeHTbl B Bonocax (Microelements, Hair)
M38 TokcuryHble MUKpo3anemeHTbl B Bonocax (Toxic Trace Elements, Hair) Hoé6 | 1995
TOKCKYHbIE N 3CCeHLManbHble MUKPO3ieMeHTbl B Bonocax (Toxic
M39 Trace Elements, EssL(lantiaI Vital EIenI:ents, Hair) ( Ho6 | 3790
M310 EOJ'IbLLIO.‘l/'I.CKpl/IHVIH.I' 3ﬂeMeHTHOFO coctaBa Bonoc (Elemental o6 | 6575
Composition of Hair: Screening )
1004 Antomunnin (Al) B Bonocax (Aluminum (Al), Hair) Jo6 | 1125/280*
1126 Bapwit (Ba) B Bonocax (Barium (Ba), Hair) Jo6 | 1125/280*
1127 Bepunnuin (Be) B Bonocax (Beryllium (Be), Hair) Jo6 | 1125/280*
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1001 Bop (B) B BOonocax (Boron (B), Hair) Jo6 | 1125/280*
1138 Banagwuin (V) B Bonocax (Vanadium (V), Hair) Jo6 | 1125/280*
1128 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) Jo6 | 1125/280*
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) Jo6 | 1125/280*
1129 rannuin (Ga) B Bonocax (Gallium (Ga), Hair) Jo6 | 1125/280*
1130 repmanuii (Ge) B Bonocax (Germanium (Ge), Hair) Jo6 | 1125/280*
1011 YXeneso (Fe) B Bonocax (Iron (Fe), Hair) Jo6 | 1125/280*
1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) Jo 6 | 1125/280*
1131 WNog (1) B Bonocax (lodine (l), Hair) Jo 6 | 1125/280*
1019 Kagmuin (Cd) B Bonocax (Cadmium (Cd), Hair) Jo 6 | 1125/280*
1006 Kanuin (K) B Bonocax (Potassium (K), Hair) Jo 6 | 1125/280*
1007 Kanbuwuin (Ca) B Bonocax (Calcium (Ca), Hair) Jo 6 | 1125/280*
1012 Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) Jo6 | 1125/280*
1005 Kpemnuin (Si) B Bonocax (Silica (Si) , Hair) Jo6 | 1125/280*
1132 NanTaH (La) B Bonocax (Lantanum 9La), Hair) Jo 6 | 1125/280*
1000 Jntuin (Li) B BONocax (Lithium (Li), Hair) Jo6 | 1125/280*
1003 Maruuin (Mg) B Bonocax (Magnesium (Mg), Hair) Jo6 | 1125/280*
1010 Mapraneu, (Mn) B Bonocax (Manganese (Mn), Hair) Jo6 | 1125/280*
1014 Mepap (Cu) B Bonocax (Copper (Cu), Hair) Jo6 | 1125/280*
1018 Monn6aen (Mo) B Bonocax (Molybdenum (Mo), Hair) Jo 6 | 1125/280*
1016 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) Jo 6 | 1125/280*
1002 HaTpwuin (Na) B Bonocax (Sodium (Na), Hair) Jo 6 | 1125/280*
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) Ho 6 | 1125/280*
1136 Onoso (Sn) B Bonocax (Tin (Sn), Hair) Jo6 | 1125/280*
1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) Jo6 | 1125/280*
1021 PtyTb (Hg) B BONIocax (Mercury (Hg), Hair) Ho6 | 1125/280*
1135 Py6uaunin (Rb) B Bonocax (Rubidium 9Rb), Hair) Jo6 | 1125/280*
1022 CsuHeu (Pb) B Bonocax (Lead (Pb), Hair) Jo 6 | 1125/280*
1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) Jo6 | 1125/280*
1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) Jo 6 | 1125/280*
1137 CtpoHunin (Sr) B Bonocax (Strontium (Sr), Hair) Jo 6 | 1125/280*
1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) Jo 6 | 1125/280*
1008 Tannuii (TI) B Bonocax (Thallium (TI), Hair) Jo6 | 1125/280*
1133 ®ocdop (P) B Bonocax (Phosphorus (P), Hair) Jo6 | 1125/280*
1009 Xpowm (Cr) B Boniocax (Chromium (Cr), Hair) Jo6 | 1125/280*
1015 LnHk (Zn) B BONocax (Zinc (Zn), Hair) Jo6 | 1125/280*
1140 Linpkonuin (Zr) B Bonocax (Zirconium (Zr), Hair) Jo 6 | 1125/280*
6.4. MukpoanemeHTbl B HorTax (Microelements, Nails)

M311 TokcuruHble MUKpo3anemeHTbl B HorTax (Toxic Trace Elements, Nails) Jo6 | 1995
otz | e ccomonse s o verss (o Tace | o |70
M313 EOJ'IbLLIO.‘l/'I.CKpl/IHVIH'I' 3J'IeMeHT'HOI'O cocTtaBa HorTei (Elemental o6 | 6575

Composition of Nails: Screening )

1076 Antomunnin (Al) B Hortsx (Aluminum (Al), Nails) Jo6 | 1125/280*
1080 Bapwit (Ba) B HorTsax (Barium (Ba), Nails) Jo6 | 1125/280*
1081 Bepunnuin (Be) B Hortax (Beryllium (Be), Nails) Jo6 | 1125/280*
1079 Bop (B) B HorTsix (Boron (B), Nails) Jo6 | 1125/280*
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1120 Banaguin (V) B Hortax (Vanadium (V), Nails) Jo6 | 1125/280*
1082 BucmyT (Bi) B HorTsx (Bismuth (Bi), Nails) Jo6 | 1125/280*
1121 Bonbdpam (W) B HorTsax (Tungsten, Wolframium (W), Nails) Jo6 | 1125/280*
1089 rannuin (Ga) B Hortax (Gallium (Ga), Nails) Jo6 | 1125/280*
1090 Fepmanuii (Ge) B Hortax (Germanium (Ge), Nails) Jo6 | 1125/280*
1088 YXeneso (Fe) B Hortsax (Iron (Fe), Nails) Jo6 | 1125/280*
1078 3onoTo (Au) B HorTsx (Gold (Au), Nails) Jo6 | 1125/280*
1092 Nog (1) B HorTsax (lodine (1), Nails) Jo 6 | 1125/280*
1084 Kagmuin (Cd) B Hortax (Cadmium (Cd), Nails) Jo 6 | 1125/280*
1093 Kanuin (K) B Hortax (Potassium (K), Nails) Jo 6 | 1125/280*
1083 Kanbuwuiin (Ca) B HorTax (Calcium (Ca), Nails) Jo 6 | 1125/280*
1085 Ko6anbT (Co) B HorTsx (Cobalt (Co), Nails) Jo 6 | 1125/280*
1107 Kpemnuin (Si) B HorTsx (Silica (Si), Nails) Jo6 | 1125/280*
1094 JNanTaH (La) B Hortsax (Lantanum (La), Nails) Jo6 | 1125/280*
1095 Jntuin (Li) B HorTax (Lithium (Li), Nails) Jo 6 | 1125/280*
1096 Maruuin (Mg) B Hortax (Magnesium (Mg), Nails) Jo6 | 1125/280*
1097 Mapraney, (Mn) B HorTtax (Manganese (Mn), Nails) Jo6 | 1125/280*
1087 Mepap (Cu) B HorTax (Copper (Cu), Nails) Jo6 | 1125/280*
1098 Monn6aeH (Mo) B HorTsix (Molybdenum (Mo), Nails) Jo 6 | 1125/280*
1077 Mbiwbsik (As) B HorTax (Arsenic (As), Nails) Jo6 | 1125/280*
1099 Hatpuin (Na) B HorTsix (Sodium (Na), Nails) Jo 6 | 1125/280*
1100 Hukenb (Ni) B HorTsx (Nickel (Ni), Nails) Jo 6 | 1125/280*
1108 Onoso (Sn) B HorTsx (Tin (Sn), Nails) Ho 6 | 1125/280*
1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) Jo6 | 1125/280*
1091 PrtyTb (Hg) B HOorTax (Mercury (Hg), Nails) Ho6 | 1125/280*
1104 Py6uauin (Rb) B Hortax (Rubidium (Rb), Nails) Ho 6 | 1125/280*
1102 CeuHey (Pb) B HorTsix (Lead (Pb), Nails) Jo6 | 1125/280*
1106 CeneH (Se) B HorTsx (Selenium (Se), Nails) Jo 6 | 1125/280*
1075 Cepebpo (Ag) B HorTsx (Silver (Ag), Nails) Jo 6 | 1125/280*
1109 CtpoHuwuii (Sr) B Hortax (Strontium (Sr), Nails) Jo 6 | 1125/280*
1105 Cypbma (Sb) B HorTsax (Antimony (Sb), Nails) Jo 6 | 1125/280*
1110 Tannuii (TI) B Hortax (Thallium (TI), Nails) Jo 6 | 1125/280*
1101 ®ocdop (P) B Hortax (Phosphorus (P), Nails) Jo6 | 1125/280*
1086 Xpowm (Cr) B Hortax (Chromium (Cr), Nails) Jo 6 | 1125/280*
1122 LnHk (Zn) B HorTax (Zinc (Zn), Nails) Jo6 | 1125/280*
1123 Lnpkonnin (Zr) B HorTax (Zirconium (Zr), Nails) Jo6 | 1125/280*

7. NEKAPCTBEHHbIA MOHUTOPUHT (Drug Monitoring)

*BHUMAHMWE! [1aHHble nabopaTopHblie UccnenoBaHUs He 9BNSI0TCH 3KCNepTU30n. Tun nccnepoBaHnga —
npepBapuUTENIbHOE CKPMHMHIOBOE NlabopaTopHoe ucciegoBaHne. PesynbTaTtbl, NoslyYaeMble NaLueHTOM,
MOryT ObITb NepefaHbl UM B cyfebHble opraHbl 1 MOTYT ObiTb PaCCMOTPEHDBI KaK [0Ka3aTeNbCTBO B
cynebHbIX npoLieccax TONIbKO Ha YCMOTPEHME cya.

7.1. NekapcTeeHHblii MoHuTopuHr (Drug Monitoring)

88 ®eHobapbutan (JllomuHan) (Phenobarbitalum) 1 3080

89 ®enuntonn (OndennH, JunantuH) (Phenytoin) Jo4 | 1475

Banbnpoeas kucnota (JenaxkuH, Konsynekc) (Acidum Valproicum,

90 Depakin, Convulexs)

1 1070

91 Kapb6amaszenuH (Dunnencun, Terpeton) (Carbamazepine, Tegretol) 1 3080
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274 LmknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) Ho4 | 1200
Takponumyc (Apsarpad, MNporpad, MNpoTtonuk, Takpocen) (FK506,

1353 Advagraf, Prograf, Protopic, Tacrosel) Ho4 11755

1377TER Tepmd)nyljomm,u,, J'Ied).J'IyHOMl/I,D, (meTtabonut) (Teriflunomide, o5 | 3990
Leflunomide metabolite)

917 NamoTpuayun (Lamotrigine) Ho4 | 4195

1271 JleBeTtupauetam (Levetiracetam, Keppra®) Ho4 | 4195

814 Jlntuin (Li) B cbiBopoTke Kposu (Lithium (Li), serum) Jo4 | 1325

1376 MuToTaH, nnasma kposu (Mitotane, o, p ' -DDD, plasma) o4 | 3990

1633 3seponumyc (Everolimus) o5 |2890

8. UCCNNEOQOBAHNA MOYU (Examinations of Urine)

8.1. Knunnueckue tectbi (Clinical Tests)
AHanns mouu obwmii (AHanns Moy obLmi C MUKPOCKOMMENn ocaaKa)

116 . : . ) N 1 310
(Complete Urinalysis, Microscopic Examination)

572 VccneposaHve moun no metoay Heunnopenko (Nechiporenko’s Urine 1 220
Test)

401 Ka.nbu,mm MOUM, Ka4eCTBEHHbIN TecT (npo6a Cynkosuya) (Sulkowitch Mo3 |205
Urine Calcium Test)

8.2. Buoxumuns moum (cytouHas akckpeums) (Urine Biochemistry (Daily Excretion))

* Tectbl N2 95110, N2 110113, N2 97110, N2 1318110, N° 115110 1 N2 112110 BbINOJSIHAIOTCSA B KOMIJIEKCE C
TectoMm N2 CREA-U. Tect N® CREA-U Henb34 3aKka3aTb OTAEJIbHO OT NepevuncsieHHbIX TECTOB.

CREA-U KoHueHTpauwms B moye (Urine Creatinine) 1 70

95 AnbbymuH, cyTouHasa moya (Albumin, 24-Hour urine) 1 410
AnbbyMuH, pa3oBasi nopumns Moun (C KpeaTVHUHOM 1 pacyeToMm

95110 anbbyMuH/KpeaTuHuH oTHoleHus) (Albumin, random urine, with 1 615
creatinine and albumin/creatinine ratio calculation, UACR)

109 I'noko3a, cyTouHas moya (Glucose, 24-Hour urine) 1 230

110 KpeaTuHuH, cytouHaa moua (Creatinine, 24-Hour urine) 1 230

% Mpoba Pebepra (KnupeHc aHO0reHHOro KpeaTnHnHa, CKOpoCcTb 1 270
knyb6oukoBoit dunbtpauunn) (Glomerular Filtration Rate, GFR)*

108 AMunasa B MOYE CYyTOYHOW UNU NOPLMOHHOW 32 U3MEPEHHOE BPeEMS 1 310
(Anbda-amumnasa, anacrtasa moum) (Amylase, 24-Hour or Timed Urine)

111 MoueBsuHa, cyTouHas moya (Urea, 24-Hour urine) 1 230

112 MoueBas Kucnota, cytodHas moya (Uric Acid, 24-Hour urine) 1 260

97 O6wwmin 6enok, cytouHas moya (Protein Total, 24-Hour urine) 1 220

113 Kanbuwuii (Ca), cytouHas moua (Calcium (Ca), 24-Hour urine) 1 270
Kanuii (K), HaTtpuin (Na), cytounaa moua (Potasium (K), Sodium (Na),

14 . 1 260
24-Hour urine)

115 ®ocdop (P), cytounas moua (Phosphorus (P), 24-Hour urine) 1 270

525 Ee.Ta-2-Ml/II-(.pOI'J'I.O6yJ'IVIH (B-2-mukpornobynuvH) B Moye (Beta-2- o3 | 1110
Microglobulin, Urine)

918 MeTaHedpuHbl dpaKUNOHMPOBaHHbIE CBOOOAHbIE, CYyTOYHas Moya Ho4 | 1965

1458 Okcanatbl, cyTouHas moda (Oxalates, 24-Hour urine) Jo3 |1580
Kanbuwii, pasoBas nopuust Moun (C KpeaTUHUHOM 1 pacyeToM

110113 Kanbuuin/kpeaTuHuH oTHoleHus) (Calcium, random urine, with 1 260
creatinine and calcium/creatinine ratio calculation)
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97110

Benok, pazosas nopumsa Mouu (C KpeaTUHUHOM 1 pacyeToMm
HOPManmn3oBaHHOrO Mo KpeaTuHMHy nokasartens) (Protein, random
urine, with creatinine and protein/creatinine ratio calculation)
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320

1318

MarHuii, cyTouHas moya (cyTouHas akckpeums), (Magnesium, 24 h
urine excretion)

375

1318110

Marnunit, pazoBas nopuma Mo4u (C KpeaTUHVHOM N pac4yeToM
MarHuii/kpeaTnHuH oTHoleHuns) (Magnesium, random urine, with
creatinine and magnesium/creatinine ratio calculation)

665

115110

®ocodop, pasosasa nopumns Moun (C KpeaTUHNUHOM 1 PacYeToM
HOPManmn3oBaHHOroO No KpeaTuHuHy nokasarens) (Phosphorus,
random urine, with creatinine and phosphorus/creatinine ratio
calculation)

375

112110

MoueBas Kncnora, pa3oBada nopunga Mmo4vun, C KpeatTMmHMHOM 1 pac4yeToM
HOPMannm3oBaHHOIO MO KpeaTnHNHY NOK-14

360

1458110

OkcanaTbl, pa3oBas nopLma Mmoun (C KpeaTUHUHOM 1 pacyeToM
HOpPManM30BaHHOIro Mo KpeaTuHUHY nokasaTens) (Oxalates, random
urine, with creatinine and oxalate/creatinine ratio calculation)

Ho 3

1680

OBC110

OueHKa pricKa KaMHeobpa3oBaHUS - NIMTOreHHbIe CybCTaHLMN MOYM,
cyTo4yHas Moya (Kanbuuii, marHuii, pocdop, okcanaTbl, Mo4eBast
KMCOTa, KpeaTUHNH CYyTOUYHOM MOYM C pacHeTOM CyTOYHOM
3KCKpeuunn)

Ho 3

2825

OBC111

OueHkKa prcKa KaMHeobpa3oBaHWS - NMUTOreHHble Cy6CTaHLMM MoYn,
pasoBas nopuuns moun (Kanbumii, MarHuii, ¢ocoop, okcanarhbl,
MOYeBas KMUCNoTa, KpeaTHVH Pa3oBol NopLmmv MOYM, C PacyeToMm
HOPManM30BaHHbIX MO KpeaTVHWHY NoKa3aTeneii)

Ho 3

4 865

8.3. NcuxoakTnsBHbie BeulectBa B moye (Psychoactive Substances, Urine)

JIMC

HapKOTVIKVI N NCUXOTPOMNHbIE BELWECTBA — CKPUHUHI (KOMﬂﬂeKCHbIVI
aHaJ1In3 MO4Y1 Ha onmaThl, aMdDeTaMI/IH, MeTaMd)eTaMVIH, KOKaWuH,
KaHHabuHounapl 1 nx metabonutbl) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine,
Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine)

Ho3

3865

902

KanHabuHouabl (MapuxyaHa) B mode (Cannabinoids (Marijuana),
Urine)*

o3

1415

925

OnunaTtbl (MopduH/reponH) B moye (Opiates (Morphine/Heroin),
Urine)*

o3

1415

898

Bapbutypatbl B Moye (Barbiturates, Urine)*

o3

1415

982

JtaHon (ankoronb) B moye (Ethanol (Alcohol) Urine)*

o 4

1415

9950

«BpepgHbie npuBbluKM» (AHaANN3 MOYM HA HUKOTWH, MCUXOTPOMHbIE 1
HapKOTU4YeCKme BeweCTBa, NCUXOaKTUBHbIE JIEKAaPCTBEHHbIE
npenapatbl (HUKOTUH; MCUXOTPONMHbIE Y HAPKOTUYECKIE BELLLECTBA,
ncuxoakTUBHbIE NekapcTBeHHble npenapatbl) (Pernicious Habits:
Nicotine, Drugs, Psychostimulants and Psychotropic Substances,
Urine)*

Ho5

4105

8.4. UccnepoB

aHue noyeyHoro kamHs (Study of Kidney Stone)

1265

AHan1s XMMN4YeCcKoro CocTaBa Mo4eBbIX (MOYEUHbIX) KaMHel MeToaoM
peHTreHocTpykTypHoro aHanmsa (Compositional Analysis of Urine
(Kidney) Stones, infrared spectrometry, X-ray diffraction analysis)

o 10

4 400

1565IMOK

AHan13 XMMN4YeCcKoro CocTaBa Mo4eBbIX (MoYeUHbIX) KaMHel MeTogoM
nHdpaxkpacHoin cnektpometpun (Compositional Analysis of Urine
(Kidney) Stones, infrared spectrometry)

Ho 4

1725
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9. UCCNNIEOQOBAHUA KATIA (Examinations of Feces, Stool Examinations)

9.1. UccneposaHus kana (Examinations of Feces, Stool Examinations)

*[1ns TecToB, MNOMEYeHHbIX *, Heobxoauma npobonoaroTtoska (KAJIMP).

158 Konporpamma (Koprogramma, Stool) Ho5 | 660

AHanus kana Ha aiua renbMmuHToB (anua ranctos) (PRO Stool,

15941 Helminth Eggs) fo2 1595
159MPO AHanus kana Ha npocTteinwue (PRO Stool) 1 595
16010CT ViccneposaHuve Ha aHTepobuos (siiua octpuu), wnaTtens (Enterobiasis, o2 |360
Spatula)
Copepy<aHue yrneesoaos B Kane (peayuvpyolime BewecTsa B Karne)
236 (Stool Sugars, Reducing Substances, Fecal) fo3 690
240 ViccnepoBaHue Kana Ha CKpbITYiO KpoBb. KayecTBeHHbIN MeToA Ho 2 295

CkpblTasi KpoBb B Kasne (KofopeKTarnbHble KpOBOTEYEHMS),
2401 KONNYeCTBEHHbIV MMyHoXUMuyecknin metog, FOB Gold (Quantitative | Jo4 | 830
Immunochemical Fecal Occult Blood, Test FOB Gold)

162 Anactasa 1 (31), naHkpeaTunyeckas anactasa 1 (Elastase 1, E1) o6 |3165
1533A1AT Anbda-1-antutpuncuH B kane (Alpha-1-Antitrypsin, Feces) o8 |2010
15920CC OcTtaTtouyHas ocMmonapHocTb cTyna (Stool osmotic gap) Ho9 |1385
1593 YXenyHble KUCNoThl B CTyNe Ho8 | 3430
1594 203MHODUNBHBIN HEAPOTOKCUH B CTyse Ho8 | 3930
1596 30HYNVH deKanbHbIN Ho8 | 6065
1597 XUMOTPUMNCUH B CTYNE, aKTUBHOCTb Ho7 1965
1599 CreatokpuT cTyna HJo8 | 1560
1338 KanbnpoTtektuH pekanbHbili (Fecal Calprotectin) o9 | 2950
3348 KonoHodnop-16. bnoueHos Ho8 | 4715
3347 KonoHodnop-16 metabonnsm Ho8 | 4715
10. ANATHOCTUKA MHDEKLMOHHbIX 3ABOJIEBAHUM (Serology Diagnosis of Infectious Disease)
OBC90 BWY, cudpunuc, renatutol B n C (HIV, Syphilis, Hepatitis B, C) 1 2110
ViccneposaHue komnnekcHoe «Cekc B 6onbloM ropoge: 6 nHpekumin
OBC91 (aHanu3 kposu)» (Comprehensive Study «Sex in City: 6 Infections Jo3 |1880
(Blood Test)»)
ViccneposaHue komnnekcHoe «Cekc B bonbliom ropoge: 14
OBC92 NHGeKunin + masok Ha Mukpodnopy» (Comprehensive Study «Sex in Ho3 | 4065

City: 14 Infections + Smear on Flora»)

ViccneposaHue komnnekcHoe «Cekc B bonbliom ropopge: 12
OBC105 nHpekunin + KBM (yporeHutanbHbiii cockob)» (Comprehensive Study | Jo3 | 3100
«Sex in City: 12 Infections (Urogenital Scraping)»)

ViccneposaHne komnnekcHoe «Cekc B bonbloM ropofe: 8 Hpekumi
OBC93 + Ma30K Ha mukpodnopy» (Comprehensive Study «Sex in City: 8 Ho3 |2215
Infections + Smear on Flora»)

Boissnenue sosbyautenein MMM (4 + KBM): onpeaenexve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis,
Mycoplasma genitalium, JHK yenoseka (Identification of Sexually
Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma
genitalium DNA, Human DNA )

3025 Ho3 | 1315

10.1. ApeHoBupycHasa nidekumsa (Adenovirus Infection)

242 AHTuTENa Knacca iga k ageHosupycy (Anti-Adenovirus iga) Jo6 | 880

241 AHTuTEnNa Knacca igg kK ageHosupycy (Anti-Adenovirus igg) Jo6 | 880
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10.2. Ackapunos (Ascariasis)

AHTuTEnNa Knacca igg K aHTureHam ackapuvg, (Anti-Ascaris lumbricoides

237 . o5 | 895
igg) A

10.3. Acneprunnes (Aspergillosis)

6616 Mnecexb Aspergillus fumigatus (M3), anneprex-cneunduyeckune igg Mo4 |635

(Aspergillus fumigatus, igg, M3)

10.4. BaktepoupgHasa ¢dnopa (Bacterial flora (Bacteroides spp.))

Bbaktepoungbl, onpepenerHne [IHK B cockobe anntennanbHbIX KNEeToK
396YPO yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of Ho2 | 295
Urogenital Epithelial Cells)*

10.5. Boppenno3s (bonesHb Jlaiima) (Borreliosis, Lyme Borreliosis, Lyme Disease, LD)

AHTuTena knacca igg K Borrelia burgdorferi (Anti-Borrelia burgdorferi

243 . Ho3 | 770
i99)

Dl .AHTl/ITeJ'Ia knacca igm k Borrelia burgdorferi (Anti-Borrelia burgdorferi fo4 | 770
igm)
AHTuTEna knacca igg K Borrelia burgdorferi, Boissnsemble meTogom

1190 nmmyHobnottuHra (Anti-Borrelia burgdorferi igg, Immunoblot ) Ho8 | 2445

1191 AHTuTEna knacca igm K Borrelia burgdorferi, BoisBnsemblie meToaom o7 |1655
BectepH-6noTa (Anti-Borrelia burgdorferi igm, Western Blot (WB))

271 JTabopaTtopHoe mi:cne,u.osaHme Knewa p,n‘q BblﬂBJ‘leHl/Iﬂ. OHK fo4 |755
Bo3byauTtens Jlaim-Boppennosa (Borrelia burgdorferi, DNA)

470 J'Ia6opaTopHove vccnepgoBaHue Knewa ang ebigasneHnsa JHK fo3 | 1460
BO30OyanTEnen KneweBbiX PUKKETCMO30B
Boppenun, onpepenenne JHK B cnHoBmnanbHol xxuakoctu (Borrelia

3112CHH burgdorferi, DNA, Synovial Fluid)* Ho2 1575
Boppenun, onpepenenne JHK B cnnHHomosrosoi »xuakoctu (Borrelia

3112CMXK burgdorferi, DNA, Cerebrospinal Fluid)* Ho2 | 575

10.6. Bapuuenna-3octep Bupyc (Varicella-Zoster virus)

2215C/1H Bupyc Varicella-Zoster, onpepenexHne JHK B cntoHe o4 | 455

(varicellazostervirus, DNA, saliva)

Bupyc Varicella-Zoster, onpepenenve JHK B cockobe
3215POT anuTenunanbHbIX KNeTok cnusnctol potornotku (Varicella Zoster Ho4 | 455
Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpepenenve JHK B cockobe
3215KOX anutenuanbHbix kneTok koxu (Varicella Zoster Virus, DNA, scrape of Ho4 | 455
skin epithelial cells)

Bupyc Varicella-Zoster, onpepeneHne [JHK B cbiBOpoTKE KpoBWU

3215CB (Varicella zostervirus, DNA, serum)

Ho4 | 455

10.7. BeTpsiHas ocna: BuMpyc reprneca yenoseka 3 tuna (onosiceisatowmin nuwai) (Varicella-Zoster Virus,
VZV, Chickenpox, Chicken Pox)

AHTUTENa Knacca igg K BUPYCy BETPSIHOWN OCMbl 1 OMOSICHIBAIOLLETO

256 nvwas (Anti-Varicella-Zoster Virus igg, Anti-VZV igg)

Ho4 | 945

AHTUTENa Knacca igm K BUPYCY BETPSIHOM OCTbl 1 ONOSICbIBAOLLENO

257 nvwas (Anti-Varicella-Zoster Virus igm, Anti-VZV igm)

1 965

10.8. BUY-undekums (sBmpyc ummyHoneduumrta yenoseka) (Human Immunodeficiency Virus, HIV)

**Npn NONOXuUTENbHOM pe3ynbTaTe NposeaeHne noaTeepxaatowero tecta (B ueHtp CMNI)
yBEeJIMYUBAET CPOK

68 Antutena k BUY 1 un 2 v aHtured BUY 1 m 2 (HIV Ag/Ab Combo) 1 385

363071 BWY-1, onpepenerve PHK B nnasme kposu (HIV RNA, Plasma)* Jo15 | 15990




MeguurHcKnia

UeHTp

3102

Bupyc nmmyHogedurumTa YenoBeka Tuna 1, Ka4eCTBEHHOE
onpenenexve PHK (Human immunodeficiency virus, quality, RNA) B
CbIBOPOTKE KPOBWU

Ho 2
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2990

10.9. BMNY-unudekuus, nanunnomasupycHas nidekums (Bupyc nanunnomsl yenoseka) (Human

papillomavirus

, HPV, HPV Infection)

311c-npK

Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOFE€HHOIO PUCKa, CKPUHUHI
14 Tnnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepeneHne [JHK B cockobe anuTennanbHbiX KNETOK CU3NCTOMN
npsivoii knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types
(16,18, 31, 33, 35, 39, 45, 51,52, 56, 58, 59, 66, 68) Screening )*

Ho 3

475

311c-poT

Buvpyc nanunnombl YenoBeKa BbICOKOrO OHKOMeHHOIO PUCKa, CKPUHUHI
14 Tnnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepeneHne JHK B cockobe anuTennanbHbiX KNETOK POTOrMOTKN
(HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39,45, 51,52, 56, 58, 59, 66, 68) Screening )*

Ho 3

475

311c-ypo

Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOMreHHOrO PUCKa, CKPUHUHI
14 Tnnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepeneHne [JHK B cockobe anutennanbHbIX KNETOK
yporenuTtanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

Ho 3

475

312C-YPO

Bupyc nannnnombl YenoBeKa BbICOKOIrO OHKOMEHHOIO PUCKa,
onpepeneHne JHK 16 1 18 tunos + KBM B cockobe anuTtenmnanbHbIX
KneTok yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))

Ho 3

475

313C-YPO

Bupyc nanunnombl YenoBeka BbICOKOIrO OHKOMEHHOIO PUCKa,
reHotTunupoBaHue JHK 14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anuTennanbHbIX KNEeToK
yporenuTtanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Ho3

780

399C-YPO

Bupyc nanunnombl YenoBeKa HU3KOro OHKOreHHOr o pUCKa,
onpepenexve OHK 3 tunos: 6, 11, 44 + KBM B cockobe
anuTennanbHbiX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

o3

475

399C-npk

Bupyc nanunnombl YenoBeKa HU3KOro OHKOreHHOr o pUCKa,
onpepenexve OHK 3 tunos: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok cnvsncton npamon kuwku (HPV DNA, Scrape
of Rectal Epithelial Cells, 3 Types (6, 11, 44))

o3

475

399C-pot

Buvipyc nanunnombl YenoBeKa HU3KOro OHKOreHHOr o PUCKa,
onpepenexne JHK 3 tunos: 6, 11, 44 B cockobe anuTenmnanbHbIX
knetok potornoTtku (HPV DNA, Scrape of Faucial Epithelial Cells, 3
Types (6, 11, 44))

o3

475

374C-YPO

Bupyc nanunnombl yenoeeka, onpegenerHne JHK 4 tunos: 6,11, 16,18
+ KBM B cockobe anuTenuvanbHbIX KIETOK YPOreHNTaNnbHOro TpakTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18)
Screening)

Ho 2

690

377C-YPO

OuddepeHumnposaHHoe onpeaenenne JHK BIMY (Bupyc nanunnombi
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
+ KBM B cockobe anuTenuanbHbIX KNETOK YPOreHNTaNbHOro TpakTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33,35, 39,45, 51,52, 56, 58, 59, 66, 68) Screening)

Ho 3

1190
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Bupyc nannnnombl yenoeeka, onpegenerne OHK 21 tuna: 6,11, 16, 18,
26,31, 33, 35,39, 44, 45,51,52,53,56, 58, 59, 66, 68,73,82+ KBM B

391C-YPO cockobe anuTennanbHbiX KNeTok yporeHuTtanbHoro Tpakta (HPV DNA, | o3 | 3065
Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33,
35,39, 44,45, 51,52, 53, 56, 58, 59, 66, 68,73, 82))

10.10. N'appHepennes (rapaHepenna) (Gardnerella vaginalis)

305Mo Faanfpenna, onpepeneHue [HK B moye (Gardnerella vaginalis, DNA, o2 |320
Urine)
MappoHepenna, onpepenerHne [IHK B cekpeTe npocTaThl, 39KyNnsaTe

305c¢n (Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)* fo2 | 320
"appoHepenna, onpepeneHne [1HK B cockobe anuTennanbHbiX KNETOK

305ypo yporeHuTtanbHoro TpakTa (Gardnerella vaginalis, DNA, Scrape of Ho2 | 320
Urogenital Epithelial Cells)*

10.11. F'enbmunTO3 (Helminthiasis)

1599 AHanlms Kana Ha siiua renbmuHToB (siiua rnvuctos) (PRO Stool, o2 |595
Helminth Eggs)
Komnnekc «Mapasntbl» (ONNCTOPXNC, IXMHOKOKKM, TOKCOKapbl,

1186 TpuxuHennsl) (Parasites: Opisthorchis, Echinococcosis, Toxocara, Ho5 | 2995
Trichinella)

297 AHTUTEna K aHTUreHam HemaTog poga Anisakis igg Ho7 | 895

299 AHTUTEnNa K aHTureHam Kurarickol gyycTtkum Clonorchis sinensis igg Oo7 |1190
"enbmo-ckpuH. CkpuHnHrosoe lNLP-nccnepoBaHne Bo3byaguteneii

3355 refbMUHTO30B (3HTepoburo3a, ackapnaosa, audunnoboTprosa, Ho8 | 2405
ONMCTOPX03a, TEHNO3a)

10.13. l'enaTtuT A BUpycHas nidekuus (Bupyc renatuta A, Hepatitis A Virus, HAV)

71 AHTuTena knacca igg K Bupycy renatuta A (Anti-HAV igg) 1 680

72 AHTuTena knacca igm k supycy renatuta A (Anti-HAV igm) 1 955

328CB Bupyc r*enaTMTa A, onpepenerve PHK B cbiBopoTke kposu (HAV RNA, o2 | 750
Serum)

10.14. l'enaTtuT B BUpycHasa nudekuus (Bupyc renatuta B, Hepatitis B Virus, HBV)
Hbs-aHTureH Bupyca renatuta B (hbs-aHTureH, noBepxHOCTHBbIl

73 aHTUreH BMpyca renatuTa B, «aBCcTpanninckniny aHTureH), 1 420
kaudecTBeHHbI TecT (hbsag, Hepatitis B Surface Antigen, Qualitative)

74 Hbe-aHTuren Bupyca renatuta B (Hepatitis Be Antigen, hbeag) 1 680
AHTuTEena knaccos igm v igg kK HB-core aHTureny Bupyca renatnta B,

75 cymmapHo (Anti-hbc igm, igg, Antibodies to Hepatitis B Core Antigen; | 1 625
hbcab, Total, HBV Core Total Antibodies (igg + igm))
AHTuTena knacca igm k HB-core aHTureny supyca renatuta B (Anti-

76 hbc igm Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies | 1 805
igm)

77 AHTuTena K hbe-antureHy Bupyca renaturta B (Anti-hbe, hbeab) 1 615

78 AHTuTena K hbs-aHTureny supyca renatuta B (Anti-hbs, hbsab) 1 750
Hbs-aHTureH Bupyca renatuta B (hbs-aHTureH, noBepxHOCTHBbIl

87 aHTUreH BMpyca renatuTa B, «aBcTpanuinckniny aHTureH), 1 1670
konuyecTBeHHbI TecT (hbsag, Hepatitis B Surface Antigen,
Quantitative)
Bupyc renatuta B, onpegeneHne [JHK B cbiBOpOTKE KpoBw,

319CB kayecTtBeHHoe (HBV DNA, Serum, Qualitative)* fo2 535
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320CB

Bupyc renatuta B, onpegeneHne [JHK B cbiBOpoTKE KpoBw,
konuyecteeHHoe (HBV DNA, Serum, Quantitative)*
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10.15. l'enatut C BupycHas uidekums (Bupyc renatuta C, Hepatitis C Virus, HCV)

**Ipu NnoNoXXuUTenbHOM pe3yfbTaTe NpoBeAeHMe NOATBEPXKAAIOLWEro TecTa yBeNMiMBaeT CPOK Ha
HeCKOJIbKO fiHeW. YTOuHalTe y agMUHUCTpaTopa MeguumMHCcKoro odpuca.

AHTuTena knaccos igm 1 igg K Bupycy renatuta C, cymmapHo (Anti-

79 HCV Total (igg + igm))* ! 590
AHTUTena Knacca igg K aHTureHam Bupyca renatuta C, BbigBngemble

1143 MeTogoM nmmyHobnottunra (Anti-HCV igg, Immunoblot) Ho6 16315
NHTepnenkun-28B (1J1-28B), reHoTunvposaHue (ccnegosaHve
reHeTUYeCKNX MapKepoB, onpeaensaiowmx 3dbeKTMBHOCTb leyeHns
XxpoHuyeckoro renatuta C nHtepdepoHom 1 pnbaBrprHOM)

2447 (Interleukin 28 Beta |L28B, Genotyping (Study of Genetic Markers Ho10 | 920
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))
Bupyc renatuta C, onpepeneHne PHK B cbiBopoTKe KpoBy,

521CB kauectBeHHoe (HCV RNA, Serum, Qualitative)* Ho2 1830
Bupyc renatuta C, onpepenexme PHK B nnasme kposw,

32301 konunyectBeHHoe (HCV RNA, Plasma, Quantitative)* flo 12950
Bupyc renatuta C, onpegeneHne PHK B nnaswme, reHoTunupoBaHue ¢

32400 cy6Tunamm (tunbl 1 (cybtunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) Jo2 |1135
RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*
Bupyc renatuta C, konnyecteeHHoe onpepeneHme PHK Bupyca n

324 reHoTunuposaHue (tunsl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Jo2 | 4680
Quantitative PCR, Genotyping (Types 1, 2, 3))
Bupyc renatuta C (CITO), onpegenexve PHK B nnasme kposu,

323C-NN konunyectBeHHoe (HCV RNA, Plasma, Quantitative)* foé6 | 25895
Bupyc renatuta C, onpegeneHme PHK B cbiBOpoTKe KpoBM METOA0M

350CB MLUP, konuyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)* Ho2 | 4105
Bupyc renatuta C (BI'C), ynbTpadyscTBuTENbHOE ONnpeaeneHme PHK

3500CB BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) Ho5 | 3865
Bupyc renatuta C PHK, reHoTunnpoBaHmne 6 reHoTUnoB

1688 (1a,1b,2,3a,4,52,6) Ho9 2875

2644G1 MyTaunun nekapcteeHHom pe3ncteHTHocTM NS3, NS5A 1 NS5B Mo13 | 8895
pervoHoB reHoMa Bupyca renatuta C (gna reHotunos 1a, 1b)

7644G3 MyTaunun nekapcteeHHom pe3ncteHTHocTM NS3, NS5A 1 NS5B [o13 | 8895
pervoHoB reHoMa Bupyca renatuta C (ans reHotvna 3)

3550 Bupyc renatuta C (HCV), ynbTpadyscteButenbHoe onpeneneHve (kon.) [o4 | 9335
PHK, TecTt-cuctema genexpert

10.16. l'enatut D BupycHas undekums (Bupyc renaturta D, Hepatitis D Virus, HDV)

1268 AHTuTEna Knacca igm K Bupycy renatuta D (Anti-HDV igm) Jo6 | 995
AHTUTENa KNaccos igm 1 igg K Bupycy renatuta D, cymmapHo (Anti-

1269 HDV Total (igg + igm)) Ho6 1995

395CB Bupyc r*enaTMTa D, onpepnenenne PHK B cbiBopoTke kposu (HDV RNA, fo2 |815
Serum)

10.17. F'enaTtut E BUupycHasa nudexkuus (supyc renatuta E, Hepatitis E Virus, HEV)

227 AHTuTEnNa Knacca igm k Bupycy renaturta E (Anti-HEV igm) Jo5 |1035

228 AHTuTEna Knacca igg K Bupycy renatuta E (Anti-HEV igg) Jo5 |1035

10.18. l'enatut G BupycHas undekums (Bupyc renatuta G, Hepatitis G Virus, HGV)
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Bupyc renatuta G, onpegenerve PHK B cbiBopoTke kposu (HGV RNA,

326CB Serum)*

Ho2 | 815

10.19. lepnec (repnec-supycbl yenoseka 1 n 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)

AHTuTena knacca igg K Bupycy npocToro repneca 1 u 2 tunos (Anti-

122 HSV-1, 2 igg) 1 635

1222 g;';mena Knacca igg K Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 Mo4 |855

1223 ;Agl;‘;mena Knacca igg K Bupycy npoctoro repreca 2 tuna (Anti-HSV-2 Mo4 |690
AHTUTena knacca igm K Bupycy npoctoro repneca 1 v 2 tunos (Anti-

123 HSV-1, 2 igm) Ho2 | 650

4AVHSV AsupgHocTb Anti-HSV igg HJo6 | 920

2098MT epneceupyc 11 2 Tunos, onpepenenve JHK B Bbinote (HSV-1, 2 o2 |385

DNA, Exudate)*

MepnecBupyc 1 n 2 Tnos, onpepenexHne [IHK B cockobe
309rns3 anuTennanbHbIX KneTok KoHbloHKTMBbLI (HSV-1, 2 DNA, Scrape of Ho2 | 385
Conjunctiva Epithelial Cells )*

MepnecBupyc 1 n 2 Tnos, onpepenexHne [IHK B cockobe

309Kkox anuTenunanbHbix KneTok koxun (HSV-1, 2 DNA, Scrape of Skin Epithelial | Jo2 | 385
Cells)*
MepnecBupyc 1 n 2 Tunos., onpegenerne [JHK B BeHO3HOM KpoBM

309kp (HSV-1, 2 DNA, Blood)* Ho2 1525

309M0u B(:ipr)]r:)afsmpyc 11 2 Tunos, onpepenexve OHK B moue (HSV-1, 2 DNA, o2 |385
"epnecBupyc 11 2 Tunos., onpepenerHne [JHK B cockobe

309HocC anuTenunanbHbIX KNeTok cnmsnctont Hoca (HSV-1, 2 DNA, Scrape of Ho2 | 385

Nasal Epithelial Cells)*

"epneceBupyc 11 2 Tunos., onpepenerHne [JHK B cockobe
309por anuTenuanbHbix KneTok potornotkn (HSV-1, 2 DNA, Scrape of Faucial | o2 | 385
Epithelial Cells)*

"epnecBupyc 11 2 Tunoe, onpeaeneHne [J1HK B cbiIBOpoTKe KpoBu

309cs (HSV-1, 2 DNA, Serum)* Ho2 | 525
209¢nH Fepnec*Bmpyc 11 2 Tunos, onpepenexve OHK B cntone (HSV-1, 2 DNA, o2 |385
Saliva)
MepnecBupyc 11 2 Tunos, onpeaenexme [I1HK B cnmHHOMO3roBom
309emx »xuakoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)* fo2 | 385
209¢n "epnecBupyc 11 2 Tunos, onpeaeneHne [IHK B cekpeTte npocTaThl, o2 |385

agkynarte (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

epnecBupyc 1 1 2 Tunos., onpepenerne [JHK B cockobe
309ypo anuTennanbHbiX KNeTok yporeHuTtanbHoro Tpakta (HSV-1, 2 DNA, Ho2 | 385
Scrape of Urogenital Epithelial Cells)*

"epnecBupyc 11 2 Tunoe, onpegeneHne [JHK B BbinoTe, TNMpoBaHmne

3090snT (HSV-1, 2 DNA, Exudate, Typing)*

Ho2 | 525

"epnecBupyc 1 1 2 Tunos., onpepenerne [JHK B cockobe
3090rn3 anuTennanbHbIX KNETOK KOHbIOHKTMBbI, Tunuposanne (HSV-1,2DNA, | Jo2 | 525
Scrape of Conjunctiva Epithelial Cells, Typing)*

"epneceBupyc 1 n 2 Tunos., onpepenerne [JHK B cockobe
3090K0ox anuTennanbHbIX KNeTok Koxu, TunuposaHue (HSV-1,2 DNA, Scrapeof | lo2 | 525
Skin Epithelial Cells, Typing)*
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MepnecBupyc 11 2 Tunoe, onpeaeneHne [1HK B BeHo3HOI KpoBY,

3090kp TunuposaHue (HSV-1,2 DNA, Blood, Typing)* Ho2 | 740
MepnecBupyc 11 2 Tunos, onpeaeneHne [JHK B moye, TunmpoBaHue

3090mon (HSV-1,2 DNA, Urine, Typing)* flo2 | 500
"epnecBupyc 11 2 Tunos, onpeaenexne [1HK B cockobe

3090H0C anuTeNnanbHbIX KNEeTOK CAN3NCTOM Hoca, TunuposaHue (HSV-1, 2 Ho2 | 525
DNA, Scrape of Nasal Epithelial Cells, Typing)*
MepnecBupyc 11 2 Tnos, onpeaenexHne [IHK B cockobe

3090poT annTennanbHbIX KNETOK POTornoTku, Tunuposanne (HSV-1,2 DNA, Ho2 | 525
Scrape of Faucial Epithelial Cells, Typing)*
MepnecBupyc 11 2 Tunoe, onpepeneHne [JHK B cbiBOpoTKe KpoBw,

3090cs Tunuposanue (HSV-1,2 DNA, Serum, Typing)* Ro2 | 740
"epnecBupyc 11 2 Tunos, onpeaenexHne [JHK B cnioHe, TnupoBaHue

3090cnH (HSV-1, 2 DNA, Saliva, Typing)* Ho2 525
MepnecBupyc 11 2 Tunos, onpeaenexHne [IHK B cnimHHOMO3rosom

3090cmx »uakocTtu, Tunuposarue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* Ho2 525
MepnecBupyc 11 2 Tunos, onpepeneHne [IHK B cekpeTte npocTaThl,

3090cn agkynsaTe, TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Ho2 | 525
Typing)*
"epnecBupyc 1 1 2 Tunos., onpepenerne [JHK B cockobe

3090ypo aANUTENUanbHbIX KNETOK YPOreHNUTanbHOro TpakTa, TMNMpoBaHme Ho2 | 525
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

10.20. Nepnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)

576 ;Agl;;mena Knacca igg K repnecsupycy Yyenoseka 6 tTuna (Anti-HHV-6 fo5 | 780

3528nT Fepnecsm*pyc 6 Tvna, onpegenexve [HK B Bbinote (HHV-6 DNA, o2 |330
Exudate)
epneceupyc 6 Tuna, onpegenexve [JHK B BeHosHol kposu (HHV-6

352kp DNA, Blood)* Ho2 | 525

352mou epnecsupyc 6 Tvna, onpepenerHve JHK B moue (HHV-6 DNA, Urine)* | o2 | 310
"epnecBupyc 6 TMna, onpepenexHe [JJHK B cockobe annTtenuanbHbIx

352Hoc knetok cnusucToin Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Ho2 | 330
Cells)*
"epnecBupyc 6 TMna, onpegeneHme JHK B cockobe annTtenuanbHbIX

352pot knetok potornotku (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* Ho2 330

350ck FepneCBmpyc*é Tuna, onpepenenne JHK B coiBopoTke kposu (HHV-6 o2 |525
DNA, Serum)

352¢nH Fepnec*Bmpyc 6 Tnna, onpepenexvie JHK B cnone (HHV-6 DNA, o2 | 330
Saliva)
"epnecBupyc 6 Tuna, onpegenerne [JHK B cnnHHOMO3roBow

352cmi »uakoctn (HHV-6 DNA, Cerebrospinal Fluid)* fo2 | 330
"epnecBupyc 6 Tuna, onpegenerne [IHK B cekpeTe npocTaThl,

352cn agkynate (HHV-6 DNA, Prostatic Fluid, Semen)* fo2 | 330
"epnecBupyc 6 Tvna, onpenenexHme [JJHK B cockobe annTenuanbHbIx

352ypo KneTok yporeHutanbHoro TpakTta (HHV-6 DNA, Scrape of Urogenital Ho2 | 330
Epithelial Cells)*

10.21. l'epnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)

577 ggmena Knacca igg K repnecsupycy 4yenoseka 8 tuna (Anti-HHV-8 o5 |870

10.22. lNoHopes (roHokokk) (Neisseria gonorrhoeae)




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

"oHOKOKK, onpepeneHne [JHK B cockobe anuTenuanbHbIX KNETOK
306rns koHbloHKTUBbI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Ho2 | 320
Epithelial Cells )*

MoHoKoKK, onpeaeneHve OHK B mouye (Neisseria gonorrhoeae, DNA,

306mou Urine)* Ho2 | 320
["loHOKOKK, onpepeneHne [JHK B cockobe anuTenuanbHbIX KNETOK

306npk cnnsuctoin npamoit Kuwku (Neisseria gonorrhoeae, DNA, Scrape of Ho2 | 320
Rectal Epithelial Cells)*
["oHOKOKK, onpepeneHne [JHK B cockobe anuTenuanbHbIX KNETOK

306poT poTtornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial | Jo2 | 320
Cells)*
"oHoKOKK, onpeaeneHve OHK B cuHoBuanbHoi xugkoctn (Neisseria

306cuH gonorrhoeae, DNA, Synovial Fluid)* Ho2 | 555

306cn ["oHOKOKK, onpepeneHne [IHK B cekpeTe npocTaThl, 99KynaTe fo2 |320

(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*

["oHOKOKK, onpepeneHne [IHK B cockobe anuTenuanbHbIX KNETOK
306ypo yporeHuTanbHoro TpakTa (Neisseria gonorrhoeae, DNA, Scrape of Ho2 | 320
Urogenital Epithelial Cells)*

Mocee Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegeneHue
YyBCTBUTENBHOCTU K aHTUMNKPOBHbIM nNpenapaTtam (GC, Neisseria
gonorrhoeae Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)

449 o7 | 790

10.23. 'punn (Influenza)

10.24. Jemopekos (kneuw pemoaekc, Demodex folliculorum, Demodex brevis)

10.25. [InseHtepus amebHas, ame6bunas (Entamoeba histolytica)

AHTuUTena knacca igg K aHTureHam guseHtepuiiHoii ame6bbl (Anti-

235 Entamoeba histolytica igg)

Ho5 | 855

10.26. [inseHTepus baktepuanbHas, wurennes, wurennol (Shigella flexneri, Shigella sonnei)

280 Pl A c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) Ho6 | 575

281 PMIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) Ho6 | 575

282 Pl A c Shigella sonnei (Shigella sonnei, IHA) Ho6 | 575
MNoceB Ha NAaTOreHHyo N YCIOBHO-NATOrEHHYO MUKpOobiopy

437YTM kuweyHuka (Stool Culture, Pathogenic Intestinal and Conditionally Ho5 |1440

Pathogenic Microflora, Bacteria Identification)

[MoceB Ha NaTOreHHyO 1 YCIOBHO-NMATOMEHHYIO MUKPodopy
KVWeYHKa C onpepeneHnem 4yBCTBUNTENTIbHOCTU K aHTI/IMI/IKp06HbIM
437YTMM-A npenapatam (Stool Culture, Pathogenic Intestinal and Conditionally Ho7 |1670
Pathogenic Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)

[MoceB Ha NaTOreHHyO 1 YCNOBHO-NMAaTOMEHHYIO MUKPodopy
KMLLEYHVKA C onpepeneHnemM YyBCTBUTENBHOCTM K aHTVMUKPOOHbBIM

437YTIM-@ npenapatam u 6aktepuodaram (Stool Culture with Bacteria Ho7 11770
Identification and Antibiotic+Bacteriophage Susceptibility Testing)
) MNMoces Ha natoreHHyto KuweyHyto dnopy (Stool Culture (Salmonella
457-M spp., Shigella spp.). Bacteria Identification) Ho6 | 995
[MoceB Ha naTOreHHyto KuLEYHYIO dnopy, onpeaeneHme
LET-A YYBCTBUTENBHOCTU K aHTUMUKPOBHbIM npenapaTtam (Stool Culture Mo6 |1225

(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
[MoceB Ha naToOreHHyto KuLEeYHYo dhnopy, onpeaeneHme
) YYBCTBUTENBHOCTU K aHTUMMKPOOHBLIM NpenapaTtam 1 bakteprodaram

457-® (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, Ho6 11440
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

10.27. Ondrepus (nudrepumitnaa nanouka) (Corynebacterium diphtheriae)

855 AHTVI?I'e.J'Ia Knacca igg K gudrepuiiHomy aHaTokcuHy (Anti-Diphtheria o5 | 1100
Toxoid igg)

469 Moces Ha gudTeputo (Corynebacterium diphtheriae Culture) Hoé6 | 870

10.28. UepcnHum (nepcnHmnos, ncespotybepkynes) (Yersinia enterocolitica)
Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcnHmnos,
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM NpenapaTtam

460 (Yersinia enterocolitica, Stool Culture. Bacteria Identification and Ho13 11590
Antibiotic Susceptibility Testing)

586 :T_lﬂAF)A c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis fo6 |575

284 PIIA c Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica fo6 |575
0:3,1HA)

585 PIIA c Yersinia enterocolitica cepoTtuna O:9 (Yersinia enterocolitica fo6 |575
0:9, IHA)
AHTUTEenNa Knacca iga k aHtTureHam Yersinia Enterocolitica n Yersinia

2381 Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia Ho5 | 635

Pseudotuberculosis, iga)

AHTUTEenNa Knacca igg Kk aHTureHam Yersinia Enterocolitica n Yersinia
2391 Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia Ho5 | 635
Pseudotuberculosis, igg)

AHTuTena knacca iga kK aHtureHam Yersinia enterocolitica (Anti-

238 Yersinia enterocolitica iga) Ho5 | 635

539 AHTV.IT.eJ'Ia Knacca igg K aHTureHam Yersinia enterocolitica (Anti- fo5 |635
Yersinia enterocolitica igg)

10.29. KamnunobakTtepuos, kamnunobakTtep (Campylobacter spp.)
MNMoces kana Ha kamnunobakTtep (Campylobacter spp.) (Campylobacter

461 spp., Stool Culture. Bacterial Identification) Ho6 | 1590

10.30. Kanaupos, kanauaa (Candidiasis, Candida)

254 AHnTuTena knacca igg k Candida albicans (Anti-Candida albicans igg ) Ho5 |920

6617 Mnecenb Candida albicans, igg (M5) (M5 Candida albicans, igg ) Jo4 | 680

34d4BnT KaHp,mp,a;onpep,eneHme JHK B BbinoTe (Candida albicans, DNA, o2 |350
Exudate)
Kangvpa, onpepenenvie JHK B cockobe anntennanbHbIX KNETOK KOXU

34bKox (Candida albicans, DNA, Scrape of Skin Epithelial Cells)* fo2 | 350

344Mm0Y4 Kanaunpa, onpepenenne JHK B moue (Candida albicans, DNA, Urine)* | Jo2 | 350
Kangupa, onpegenenne [1HK B cockobe anuTennanbHbIX KNEToK

344npK cnusncTon npsamoit knwkn (Candida albicans, DNA, Scrape of Rectal Jo2 | 350
Epithelial Cells)*
Kangnpa, onpegenenne [1HK B cockobe anuTennanbHbIX KNeTOK

344p0T potornoTku (Candida albicans, DNA, Scrape of Faucial Epithelial Ho2 | 350
Cells)*

4L Kaﬂnmea, onpenenexve [JHK B cnioHe (Candida albicans, DNA, o2 | 350
Saliva)

2hden Kanaupa, onpenenenne OHK B cekpeTe npocTathl, 3skynsate (Candida o2 |350

albicans, DNA, Prostatic Fluid, Semen)*




MeguurHcKnia

UeHTp

344ypo

Kangupa, onpegenenne [1HK B cockobe anutennanbHbIX KNeTOK
yporeHuTtanbHoro TpakTa (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

Ho 2

CAHATOPHW

SHAHWE

350

3021

Kananpos, ckpuHuHr n Tunuposanue (Candidiasis, Screening and
Typing)

Ho 3

1110

3023

Kananpos, ckpuHuHr (Candidiasis, Screening )

Ho 3

435

3024

Kananpos, tunuposanuve (Candidiasis, Typing)

Ho 3

805

442

Moces Ha gpox»xenoaobHble rpnbsl (pogos Candida, Cryptococcus) ¢
onpeaeneHemM YyBCTBUTENIbHOCTU K aHTUMUKOTUYECKMM NpenapaTtam

(Yeast Culture. Identification and Antimycotic Susceptibility testing)

Ho7

990

10.31. KnewesB

ou aHuedanuT, Bupyc kneuiesoro aHuedanuta (Flavivirus, Tick-borne encephalitis virus)

* Heob6xoaMM 3aKa3 JONOJIHUTESIbHbLIX TECTOB

267

AHTUTENa Knacca igg K Bupycy Knewiesoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) igg)

Ho 6

625

268

AHTUTENa Knacca igm K Bupycy Knewlesoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) igm)

Ho 6

805

1227M

JTabopaTopHoe nccnegoBaHue Knewa ang soigasnenns PHK/OHK
BO3byanTene nHbeKUNi, nepeaaloLyxcs MKCOO0BbIMW KeLlami:
KNELLEBOW SHLE®DANUT, BOPPEINO3 (BEOJIE3Hb JIANMA),
AHAMJTIA3MO3, SPJTMXMNO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferis. L.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

o 4

4310

350

JlabopaTtopHoe nccnepoBanune knewa ans eoisenenns PHK Bupyca
knewesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA)

Ho 4

875

370

ViccnepoBaHuve knewa: ckpuHuHr (nabopatopHoe nccnenosaHue
knewa gns ebisenenns PHK/OHK Bo3bygutenein nHdekumi,
nepepatowmxcs nkcopobimu knewwamm: PHK Tick-borne encephalitis
Virus (TBEV), HK Borrelia burgdorferi s. L.) (Study of Tick: Screening)

Ho 4

1745

10.32. Knoctpuanos, ncesgomembpanosHbiii konut (Clostridium difficile)

462

Moces Ha knoctpuann (Clostridium difficile, nceBaomembpaHo3Hbil
konuT) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

Ho7

1605

486/479

PaszpenbHoe onpepneneHne TokcnHa A n TokcuHa B Clostridium difficile
B Kane, aHTurenHbln TecT (Toxin A and B Clostridium difficile. One step
rapid immunochromotographic assay)

1385

10.33. Kokniow (Bordetella pertussis, Whooping Cough)

247

AHTuTena knacca iga k Bordetella pertussis (Anti-Bordetella pertussis
iga)

Ho5

1045

245

AHTuTena knacca igg k Bordetella pertussis (Anti-Bordetella pertussis
i99)

Ho 5

1110

246

AHTuTena knacca igm k Bordetella pertussis (Anti-Bordetella pertussis
igm)

Ho 5

1110

470

MNMoces oTaensiemoro poTtornotku Ha 6opaetennb (Bordetella
pertussis/parapertussis, Koknow/napakokmow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

Ho 6

1860




MeguurHcKnia

UeHTp

3319

OudodepeHunporarHoe BoiseneHmne [JHK Bordetella species:
Bordetella pertussis (Bo3byauTenb koknowa) 1 Bordetella
bronchiseptica (Bo36yantenb 6poHxocenTnko3a) B cockobe
ANUTENNANbHbIX KNETOK CIIM3UCTON POTOrNIOTKM U/UNIN HOCOTJIOTKM
(Differentiated detection of DNA Bordetella spp.: Bordetella pertussis
(pertussis pathogen) and Bordetella bronchiseptica
(bronchosepticosis pathogen) in a scraping of the oropharynx and or
nasopharynx)

Ho 4

CAHATOPHW

SHAHWE

480

10.34. KopoHa

BupycHas uidekumsa (Coronavirus disease 2019, COVID-19)

1637

AHTuTENa K KopoHasupycy SARS-cov-2 (HykneokancugHoMy 6enky),
igg, 2660TT (Anti-SARS-cov-2 (nucleocapsid protein), igg, Abbott)

Ho 2

515

1639

(N-, S-6enku), SARS-cov-2-igg-BekTop, kayecTBeHHbI TecT (Post-
vaccination (epivaccorona Vector) SARS-cov-2 (N-, S-proteins)
antibodies, igg, qualitative)

MocTBakuuMHanbHble (3nMBakkopoHa, Bektop) aHTuTena k SARS-cov-2

Ho 4

2375

1641

AHTuTENa K KopoHasupycy SARS-cov-2, igm (anti-SARS-cov-2, igm)

Ho 2

830

1652

AHTuTena K cnakosomy (S) 6enky SARS-cov-2, igg, KauecTBeHHOE
onpepenexve. OueHka nmmyHuTeta [0 n MOCTE BakunHaunm (anti-
SARS-cov-2 S (spike) protein antibody, igg, qualitative. Assessment of
immunity before and after vaccination)

Ho 6

1105

1658

AnTutena k SARS cov-2 (S-6enky, Bknoyas RBD), igg,
KOJNIMYECTBEHHbIN

Ho5

1565

1659

AHTUTeNa, KonuyecTBeHHbIe, K crnaiikosomy (S) 6enky (RBD) SARS-
cov-2, igg (Anti-SARS-cov-2, spike (S) protein (RBD), igg,
quantitative).

Ho 2

1565

1663

AHTUTEna, KonuyecTBeHHbIe, K crnaikosomy (S) 6enky (RBD) SARS-
cov-2, igg (c Bblaayeii cneunanbHoro bnaHka pesynbraTa ons
Bble3)atoLmx B M3pannb) Anti-SARS-cov-2, spike (S) protein, igg,
quantitative (special result form for those traveling to Israel).

Ho 2

1565

1641/37

AHTuTENa K KopoHasupycy SARS-cov-2, igm v igg (Abbott)

Ho 2

1145

1641/58

AHTuTENa K KopoHaBupycy SARS-cov-2, igm (kayecTBeHHOe
onpepeneHve) nigg (konuyecteeHHoe onpeaenenne) (Anti-SARS-
cov-2, igm/igg)

Ho 4

2090

1641/59

AHTuTENa K KopoHaBupycy SARS-cov-2, igm (kayecTBeHHOe
onpepeneHve) nigg (konuyecteeHHoe onpeaenenne) (Anti-SARS-
cov-2, igm/igg)

Ho 2

2090

3320

KopoHaBupyc SARS-cov-2, onpegenenve PHK B maske co cnusncrtom
HocornoTku n potornotku (Coronavirus SARS-cov-2 RNA detection in
nasopharyngeal and oropharyngeal smear)

1565

10.35. Kopsb (Morbillivirus, Measles virus)

2500

‘ AHnTuTena knacca igg K Bupycy kopu (Anti-Measles igg)

‘,D,O3

| 1035

10.36. KpacHyxa (Rubella virus)

84

AHTuTENa Knacca igg K Bupycy KpacHyxu (Anti-Rubella igg)

1

575

85

AHTuTENa Knacca igm K Bupycy kpacHyxu (Anti-Rubella igm)

1

650

1142

AHTVTENa KNacca igg K aHTUreHam Brpyca KpacHyXu, BbiSIBsSieMble
MeToaoM nummyHobnottunra (Anti-Rubella igg, Immunoblot )

Ho7

6380

3AVRUB

AsupgHocTb Anti-Rubella igg

Ho 6

1290

338CB

Onpepenexve PHK (Rubella virus, RNA) B cbiBOpPOTKE KpoBU

Ho 2

750

10.37. Kpuntocnopugunos, soasHucTtas anapes (kpuntocnopuaum napsym) (Cryptosporidium parvum)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp

Kpuntocnopuann napsym (Cryptosporidium parvum), ouaperiHbiii

482 cuHApoM, aHTureHHblin Tect (Cryptosporidium parvum. One Step Rapid | 1 1010
Immunochromotographic Assay)

10.38. JlakTobakTepuu, naktobaumnnsl (Lactobacillus spp.)
JTakTobakTepun, onpegenenme JHK B cockobe anutenmanbHbIX

345YPO KneToK yporeHuTtanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of Ho2 | 295
Urogenital Epithelial Cells)*

10.39. Jluctepuos, nuctepum (Listeria monocytogenes, Listeriosis)

3114MoY JJ,I—/;E-SPMM' onpepenenve JHK B moue (Listeria monocytogenes, DNA, o6 |285
Jlnctepun, onpepenerne [JHK B cockobe anuTenmanbHbIX KNETOK

3114Hoc cnnsucTtoi Hoca (Listeria monocytogenes, DNA, Scrape of Nasal o6 | 295
Epithelial Cells)*
Nuctepun, onpenenerne OHK B nnasme kposu (Listeria

3114nn monocytogenes, DNA, Plasma)* Ho6 1295
Jlnctepun, onpepenerne [JHK B cockobe anuTenmanbHbIX KNeToK

3114poT poTtornoTku (Listeria monocytogenes, DNA, Scrape of Faucial o6 | 295
Epithelial Cells)*

3114cuH Nuctepun, onpenenerve OHK B cuHoBuanbHom »xuakocTu (Listeria o6 |565
monocytogenes, DNA, Synovial Fluid)*
Nnctepun, onpepenexve [ HK B cnnHHomosroeoii xuakocTtu (Listeria

Shacmx monocytogenes, DNA, Cerebrospinal Fluid)* Ho6 | 310
Moces Ha nucTepum (Listeria monocytogenes) c onpeaeneHviem

453 YyBCTBUTENbHOCTU K aHTMMMKp96Hb|M npenaparam (L|s.te.r|a. o7 |870
monocytogenes Culture. Bacteria Identification and Antibiotic
Susceptibility testing)

10.40. Jlamb6numos,nambnuun (Giardia lamblia intestinalis)
AHTUTENa KnaccoB igm, igg, iga K aHTUreHam ASMOniA, CyMMapHO

234 (Anti-Giardia lamblia igm, igg, iga, Total) Ho5 1650

483 Nam6énun (Giardia liamblia), onapenHbIn CUHOPOM, aHTUreHHbI TeCT 1 1120
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

10.41. MeHuHrut, Menunnrokokk (Neisseria meningitides)
[MoceB Ha MEHNHIOKOKKW, onpeneneHne YyBCTBUTENbHOCTU K

471 aHTMMUKpPOBHbIM nNpenapaTtam (Neisseria meningitidis Culture. Bacteria | Jo7 | 840
Identification and Antibiotic Susceptibility Testing)

10.42. Mukosbl (napasutapHble rpubsl — aepmartodutol) (Skin and Nail Mycoses)

995HOT I'Iapasvmaprle rpv|6b.|, MMKPOCKONNYeCKoe uccneposaHie npo6 No3 |1055
HorTeli (Fungal Infections of Nails)

995KO3K I'Iapasmaprl.e rpuobl, MMKPOCKOMNYECKoe uccnenosaHie npo6 Koxun No3 |1055
(Fungal Infections of Skin)

1277KOKA MVIK[Z.)OCI-.(OI'IVIFI M noces Ha NapasnTapHbie rpvbbl (koxka) (Parasitic [o 24 | 2010
Fungi, Microscopy and Culture (skin))

1277HOFTU MVIKF.)OCI-.(OI'IVIFI M noces Ha NapasnTapHbie rpubbl (Hortu) (Parasitic [o 24 | 2010
Fungi, Microscopy and Culture (nails))

10.43. MukonnasmeHHas nidekums, mmkonnasmos (Mycoplasma genitalium, Mycoplasma pneumoniae,
Mycoplasma hominis) (Mycoplasmosis, Mycoplasma Infection)

302MOM

Mwukonnasma (Mycoplasma hominis), onpenenexve [JHK B moue
(Mycoplasma hominis, DNA, Urine)*

Ho 2

310




MeguurHcKnia

UeHTp

302CrI

Mukonnasma (Mycoplasma hominis), onpeaenexve [JHK B cekpeTte
npocTarhl, 3akynsate (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

Ho 2

CAHATOPHW

SHAHWE

320

302YPO

Mukonnasma (Mycoplasma hominis), onpenenexve [JHK B cockobe
anuTenvanbHbIX KNEeToK yporeHutanbHoro Tpakta (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

Ho 2

320

308MOH4

Mwukonnasma (Mycoplasma genitalium), onpegenexve JHK B moue
(Mycoplasma genitalium, DNA, Urine)*

Ho 2

320

308cn

Mukonnasma (Mycoplasma genitalium), onpegenervie [JHK B cekpeTte
npocTaThl, 3gkynate (Mycoplasma genitalium, DNA, Prostatic Fluid,
Semen)*

Ho 2

320

308ypo

Mukonnasma (Mycoplasma genitalium), onpegenerve [JHK B cockobe
anuTennanbHbiX KNEeToK yporeHuTanbHoro TpakTa (Mycoplasma
genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

Ho 2

320

347MK

Mukonnasma (Mycoplasma pneumoniae), onpegenexvie [JHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)*

Ho 4

750

347nn

Mukonnasma (Mycoplasma pneumoniae), onpegenexvie JHK B
nna3sme kposu (Mycoplasma pneumoniae, DNA, Plasma)*

Ho 4

525

347poT

Mukonnasma (Mycoplasma pneumoniae), onpegenenve JHK B
cockobe anuTennanbHbix KneTtok potornotku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

o 4

295

347cnH

Mukonnasma (Mycoplasma pneumoniae), onpegenenvie JHK B cnioHe
(Mycoplasma pneumoniae, DNA, Saliva)*

o 4

295

179/80

AHTuTena knaccos igm 1 igg kK Mycoplasma hominis (Anti-Mycoplasma
hominis igm, igg)

Ho5

1225

179

AHTuTena knacca igm k Mycoplasma hominis (Anti-Mycoplasma
hominis igm)

Ho5

615

180

AHTuTena knacca igg Kk Mycoplasma hominis (Anti-Mycoplasma
hominis igg)

Ho5

615

260

AHnTuTena knacca iga k Mycoplasma hominis (Anti-Mycoplasma
hominis iga)

Ho 6

795

181/82

AHnTuTena knaccos igm 1 igg kK Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae igm, igg)

Ho5

1375

181

AHTuTena knacca igm k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae igm)

Ho5

690

182

AHnTuTena knacca igg Kk Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae igg)

Ho5

690

1367

AHTuTena knacca iga kK Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae iga)

Ho5

740

10.44. MukpobuoueHos yporenuTtanbHoro TpakTa (Urogenital Tract Microbiocenosis)

345YPO

JlakTobakTepun, onpepenerne [JHK B cockobe anutenuanbHbIX
KNneTok yporeHuTanbHoro TpakTa (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

Ho 2

295

396YPO

BakTepongbl, onpepenenve JHK B cockobe anuTenmnanbHbiX KNeToK
yporeHuTanbHoro TpakTa (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

Ho 2

295

397YPO

MobunyHkyc, onpepnenenne [JHK B cockobe anutenmanbHbIX KNeToK
yporeHuTtanbHoro TpakTa (Mobiluncus curtisii, DNA, Scrape of
Urogenital Epithelial Cells)

Ho 2

295




MeguurHcKnia
LEeHTP

380

CKpUHUHI MuKpodnopbl yporeHutanbHoro Tpakta. Pemodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

Ho 5

CAHATOPHW

SHAHWE

2195

383

Boissnenue sosbyautenei MMM (7 + KBM), cockob anutennanbHbixX
KneTok yporeHutanbHoro TpakTa (Identification of Sexually
Transmitted Infections (STI) Pathogens, Scrape of Urogenital
Epithelial Cells)*

1935

386

VccnepoBaHue 6roueHosa yporeHnTanbHoro Tpakta. @emodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

Ho 5

1760

372

VccnepoBaHue broueHosa yporeHuTanbHoro Tpakta. emodnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

Ho 5

2890

3020

NHBNODJ10P — komnnekcHoe nccnepoBaHme Mukpodnopsbl
yporeHuTtanbHoro TpakTa (INBIOFLOR — Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

Ho 3

3560

3025

Boissnenue sosbyautenern UMMM (4 + KBM): onpeaenenve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis,
Mycoplasma genitalium, IHK yenoseka (Identification of Sexually
Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma
genitalium DNA, Human DNA)

Ho 3

1315

3022

BakTtepuanbHbiii BarnHos (Bacterial Vaginosis, BV)

Ho 3

1860

3026

NHBNODJ1OP — ycnoBHO-NaToreHHble M1UKOMIa3Mbl YENIOBEKA
(yporenuTtanbHbiin ckpuHuHr) (INBIOFLOR — Mycoplasma, Urogenital
Screening)

Ho 3

615

3021

Kananpos, ckpuHuHr n TunuposaHune (Candidiasis, Screening and
Typing)

Ho3

1110

3023

Kananpnos, ckpunuHr (Candidiasis, Screening )

Ho3

435

3024

Kananpos, tunuposaxmve (Candidiasis, Typing)

Ho3

805

3027

YcnoBHO-NaToreHHble M1UKOoMasmbl, MOHUTOPUHT 3DEKTUBHOCTHN
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

o3

435

3028

YcnoBHO-NaToreHHble M1UKOMJ1a3Mbl, MOHUTOPUHT 3PEKTUBHOCTU
neyenuns (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

o3

435

3029

YcnoBHO-NaToreHHble M1UKOMJa3Mbl, MOHUTOPUHT 3 PEKTUBHOCTU
neyenuns (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
Monitoring of Treatments)

o3

435

3150YPO

AHppodnop, nccnepgoBanHne MMKpPodnopbl yporeHNTanbHOro TpakTa
MY>XUVH B COCKODE anuTenmnanbHbiX KNETOK YPOreHNTaIbHOro TpakTa
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the
balanus, urethra)

Ho5

3220

3250YPO

Anppodnop CkpuH, ccnegoBaHne MUKPOdIopbl ypOoreHUTanbHoro
TpaKTa My>X4YMH B COCKOOE annTennanbHbIX KIETOK YPOreHNTanbHOro
tpakTa (Androflor® Screen REAL-TIME PCR Detection Kit, the study
of men’s urogenital tract microbiocenosis in the epithelial scrapes from
the balanus, urethra)

Ho 5

2265

3152

AHppodnop, nccnepgoBarHne MUKPodopbl yporeHNTanbHOro TpakTa
MY>XUYMH B 39KyNATE

Ho 6

2720




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp

2153 AHppodnop, nccnepgoBaHmne MVIKpOEbJ'IOpr YPOreHNTanbHOro TpakTa o6 |2720
MY>XUYMH B CEKpeTe NpeacTaTenbHON Xenesbl

3950 Anppodnop CkpuH, nccnegoBaHne MMKpodopbl yporeHnTanbHOro o6 |2720
TpaKTa My>X4MH B 39KyNsaTE

3953 Anppodnop CKpuH, nccnepoBaHmne MMKpoanopbl YPOreHnTanbHOro o6 |1860
TpaKTa My>X4YMH B CEKpeTe npencraTebHON Kenesbl

3032 NHBNO®JTOP-2KCIEPT. PaclumpeHHoe nccnegosaHve Mo 3 2195
MUKpPOQopbl ypOreHUTanbHOro TpakTa.

3033 NHbunodnop CkpuH. CKpnHMHroBoe nccnepgoBaHne MnMkpodnopbl No3 |1870
YPOreHMTanbHOro TpakTa

3034 VHbnodnop Makcu Ho3 | 4680

3036 Buodnop Ho3 |1435

10.45. Mo6unyHkyc (Mobiluncus curtisii, M. Mulieris)
MobunyHkyc, onpepeneHne [1HK B cockobe anuTenmnanbHbIX KNEeToK

397YPO yporeHuTtanbHoro TpakTta (Mobiluncus curtisii, DNA, Scrape of Ho2 | 295
Urogenital Epithelial Cells)

10.46. Onuctopxo3 (kowaubsa aByycTka, Opisthorchis felineus)

230 AH.TI/ITeJ'I.a Knacca igg K aHTureHam onvctopxuca (Anti-Opisthorchis o5 | 1020
felineus igg)

10.47. OcTpble kuweyHble uHdpekumm (Acute Intestinal Infections)

33111KAT SHTeposupychl, onpeaenerHve PHK B kane (Enterovirus, RNA, Fecal) Ho5 | 685
OcTpble kuweyHble nHdekunn, MLLP-CKpUHUHT BOCbMU

33121KATJl DOaKTepuranbHbIX 1 BUPYCHbIX BO3OyanTEnel oCTpbIX KMLLIEYHbIX Ho5 |1895
nHdekunin B kane (Acute Intestinal Infections, PCR, Fecal)
OcTpble kmweyHble nHdekunu, NMLP-CKPUHUHT TPEX BUPYCHbIX

33122KA]J] Bo3byauTtenel, kan (Acute Intestinal Infections, PCR, Fecal) Ho5 | 1450
HOPOBWPYC (Norwalk virus) - avaperiHbiii CMHAPOM, BbiSIBNEHVE

496NOR prosmpyca reHorpynn | |/| ||.B Kane, mmmyHoxpomaTQrpad)mq (Ngrwalk o2 1675
virus Gl , Gll, One step rapid immunochromotographic assay, antigen,
stool)

10.48. Napaxkokniow (Bordetella parapertussis)
MNMoces oTaensiemoro poTtornotku Ha 6opaetennbl (Bordetella

470 pertuss!s/parapertuss!s, KOK/TIOLLI/MapaKoKJIoLL) (Bordetglla Mo6 |1860
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

10.49. NMapsosupyc B19 (Parvovirus B19)

3324CB MapeoBupyc B19, onpepenexne JHK Ho4 | 440

3324P0OT MapeoBupyc B19, onpepenexne JHK Ho4 | 440

3324CJMH MapeoBupyc B19, onpepenexne JHK Ho4 | 440

10.50. MapotuTt anuaemuyeckuin (Epidemic Parotitis, Mumps)

252 AHTVITeJ'.Ia Krnacca igg K BMpycy anuaemMunyeckoro napotuta (Anti- [o4 | 920
Mumps igg)

>53 AHTVITeJ'.Ia Knacca igm K Bupycy anvaemmyeckoro napotuta (Anti- [o6 | 920
Mumps igm)

10.52. MNpocTeniune: auseHTepuinHaa ameba, nambnug, 6anantnamin (Entamoeba histolytica, Giardia
intestinalis, Balantidium coli)

159MMPO

AHanus kana Ha npocTtenwmne (PRO Stool)

[ 1

| 595

10.53. NpoTo3oiiHbie uHdpekumn (Protozoal infections)




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
CKPVHVHIOBOE VCCNefOBaHNE HaNPaBeHHbIE Ha BbISBNEHNE
2349 meTtogom lNLLP Bo36y,u,l/|Tei1eV| KVLLEYHbIX Napa3nTo3oB (namb6nnosa, o8 |2510
ameburasa, 611acToLMNCTHOW MHBa3Mn, KPMNTOCNOPNANO3a,
nsocnopo3sa). MpoTo-cKpuH
10.54. PecnupaTtopHo-cuHumTManbHasa nibekumus (pecnupatopHo-cMHUnTUanbHblii Bupyc) (Respiratory
Syncytial Virus, RSV)
AHTUTena Knacca igg K pecnupaTtopHo-cuHUMTHanbHoMy Bupycy (Anti-
248 Respiratory Syncytial Virus (RSV) igg) Ho6 1920
AHTMTENa Knacca igm K pecnmpaTopHO-CUHLNTUANBHOMY BUPYCY
249 (Anti-Respiratory Syncytial Virus (RSV) igm) Ho6 1920
10.55. PukkeTtcuos, tud coinHoi (pukketcun) (Typhus, Rickettsia prowazekii)
PIIA ¢ cbinHOTU¢O3HbIM OMarHOCTUKYMOM puUKKeTcuii [NpoBaveka
283 (Rickettsia prowazekii, IHA) fo6 | 575
10.56. PotaBupycHas nidpekuus (potasupyc) (Rotavirus)
463 PoTtasupyc (Rotavirus), anapeliHbiii CUHOPOM, aHTUFEHHbIN TecT 1 855
(Rotavirus Direct Detection by Latex Agglutination)
10.57. CanbmoHennsl (Tng 6piowHoin, napatud, canbmoHennes, Salmonella spp.)
273 AnTtuTena k Salmonella typhi, PMITA (Salmonella typhi Antibodies, IHA) | Jo 6 | 705
288 PMIA c Salmonella gr.A (Salmonella gr.A, IHA) Hoé6 | 575
289 PMIA c Salmonella gr.B (Salmonella gr.B, IHA) Hoé6 | 575
290 PMIA c Salmonella gr.C (Salmonella gr.C, IHA) Hoé6 | 575
292 PMIA c Salmonella gr.D (Salmonella gr.D, IHA) Hoé6 | 575
293 AnTutena k Salmonella gr.E, PMIA (Salmonella gr.E Antibodies, IHA) Hoé6 | 575
287 PMIA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) Hoé6 | 575
) MNMoceB Ha natoreHHyto KuweyHyto dnopy (Stool Culture (Salmonella
457-M spp., Shigella spp.). Bacteria |dentification) Ho6 | 995
[ToceB Ha naTOreHHyto KMLweYHyto dropy, onpeaeneHme
) 4yBCTBUTENBHOCTU K aHTMMUKPOBHbIM npenapatam (Stool Culture
457-A (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic Ho6 | 1225
Susceptibility Testing)
[MoceB Ha naTOreHHyto K1LEeYHyto dropy, onpeaeneHme
} YyBCTBUTENIBHOCTM K aHTUMWKPOOHbBIM NpenapaTtam 1 bakTepuodaram
457-0 (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, Ho6 | 1440
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
10.58. Cudpunuc (Treponema pallidum, Syphilis)
Cudunuc RPR — aHtukapavonunuHossbiii TecT (Syphilis RPR (Rapid
69 . . N 1 350
Plasma Reagins), Anticardiolipin Test)
AHTuTEna Knaccos igm v igg K Treponema pallidum, cymmapHo (Anti-
70 . . ; 1 575
Treponema pallidum igm, igg, Total)
51 AHT.VITeJ'I.a knacca igm k Treponema pallidum (Anti-Treponema o6 |1045
pallidum igm)
1206 AHTuTena knacca igm K Treponema pall@um, B'bIﬂBJ'IﬂeMble MeTOAOoM o7 |2290
nMmmyHobnottuHra (Anti-Treponema pallidum igm, Immunoblot )
1205 AHTuTEena knacca igg K Treponema pallld}Jm, B'bIﬂBﬂﬂeMble MeTOAO0M o7 |2290
nMmmyHobnottuHra (Anti-Treponema pallidum igg, Immunoblot )
BnepHas TpenoHema, onpepenenve [JHK B cockobe anvTenmanbHbix
346rns KNeToK KOHbloHKTUBLI (Treponema pallidum, DNA, Scrape of Ho2 | 330
Conjunctiva Epithelial Cells )*




MeguurHcKnia
LEeHTP

346K0X

BnepHaga TpenoHema, onpepeneHme [JHK B cockobe anutenuanbHbIX
kneTtok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial
Cells)*

Ho 2

CAHATOPHW

SHAHWE

330

346mo4

Brnepnas TpenoHema, onpeaenenne JJHK B moue (Treponema
pallidum, DNA, Urine)*

Ho 2

310

3460T1h

BrnepHas TpenoHema, onpenenenne [JHK B otnensemom (Treponema
pallidum, DNA, Secretion)*

Ho 2

320

346poT

BbnepHasa TpenoHema, onpepenerHne [IHK B cockobe anutennanbHbixX
kneTtok potornotku (Treponema pallidum, DNA, Scrape of Faucial
Epithelial Cells)*

Ho 2

330

346cB

BbnepHasa TpenoHema, onpepenerne [IHK B cbiBOpoTKE KpOBU
(Treponema pallidum, DNA, Serum)*

Ho 2

500

346CcMxK

BbnepHas TpenoHema, onpepenexne [IHK B cnnHHOMO3rosom
»upkoctu (Treponema pallidum, DNA, Cerebrospinal Fluid)*

Ho 2

330

346cn

BnepHasa TpenoHema, onpepeneHne [IHK B cekpeTe npocTtaThl,
agkynarte (Treponema pallidum, DNA, Prostatic Fluid, Semen)*

Ho 2

330

346ypo

BnepnHasa TpenoHema, onpepeneHne [IHK B cockobe anutennanbHbix
KNeToK yporeHuTtanbHoro TpakTa (Treponema pallidum, DNA, Scrape
of Urogenital Epithelial Cells)*

Ho 2

330

10.59. CradpunokokkoBas nipekumus (ctapmnokokk sonotucToiii, Staphylococcus aureus)

468-M

[MoceB Ha 3010TUCTbIN CTaPUNOKOKK (METULININNH-PE3NCTEHTHbIN
3onoTtucTblin ctadpunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria ldentification)

Ho5

830

468-A

MNMoceB Ha 30M10TUCTbIN CTadUNOKOKK (METULINANNH-PE3UCTEHTHBbIN
3onoTtucTblin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpegeneHmne 4yBCTBNTENIbHOCTU K aHTI/IMI/IKpO6HbIM npenapatam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1035

468-P

MNMoceB Ha 30M10TUCTbIN CTabUNTOKOKK (METULINANNH-PE3NCTEHTHBbI
3onoTucTbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpeageneHme 4yBCTBNTENIbHOCTU K paCLlLNpPEeHHOMY CNEeKTpy
aHTMMUKPOBHbIX NpenapaTos (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

Ho7

2 445

468-0

MNMoceB Ha 30M10TUCTbIN CTadUNTOKOKK (METULINANNH-PE3UCTEHTHBbI
3onoTucTbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpeageneHme 4yBCTBUTENbHOCTU K aHTI/IMI/IKpO6HbIM npenapatamMm um
bakTepunodaram (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

Ho7

1235

459-T1

Moces Ha 3onoTuCTbIN cTadunokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

Ho 5

750

459-A

Moces Ha 3onoTuUCTbIN cTadumnokokk (Staphylococcus aureus),
onpeaeneHne 4yBCTBUTENBHOCTN K aHTUMUKPOBHBLIM NpenapaTtam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

Ho7

1035




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

459-P

Moces Ha 3onoTuCTbIN cTadunokokk (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTY K PacLUMPEHHOMY CMNEKTRY
aHTUMUKPOBHbIX NpenapaTtos (Staphylococcus aureus Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

Ho7

2 445

459-0

Moces Ha 30n10TUCTBIN cTadunoKokk (Staphylococcus aureus,
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM NpenapaTam r
bakTepuodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

Ho7

1235

10.60. CtonbHsk (Tetanus)

876

AHTUTENa Knacca igg K ctonbHauyHomy aHaTokcuHy (Anti-Tetanus
toxoid igg)

Ho 5

1100

10.61. CtpenTtokokkoBas undpekuus (ctpentokokku rpynn A n B) (Streptococcus group A, B, S.
Pyogenes, S. Agalactiae) (Streptococcal Infection)

348MK

CrpenToKokk, onpenenerHvne JHK B mokpoTe (Streptococcus spp.,
DNA, Sputum)*

Ho 4

1020

348nn

CrtpenToKokk, onpenenerHve HK B nnasme kposu (Streptococcus
spp., DNA, Plasma)*

Ho 4

740

348poT

CrpenTokokk, onpegeneHne [IHK B cockobe anutenmanbHbiX KNETOK
poTtornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial
Cells)*

o 4

525

348cnH

CrtpenTokokk, onpeaenerve HK B cnitoHe (Streptococcus spp., DNA,
Saliva)*

Ho 4

525

466

[MoceB Ha 6eTa-reMonUTMYEeCKMIN CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria |dentification)

Ho5

830

466-A

[MoceB Ha 6eTa-reMonnUTUYEeCKMIN CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpefeneHue
YyBCTBUTENBHOCTU K aHTUMNKPOOHBLIM NpenapaTtam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1020

487

CTpenTOoKOKK rpynnbl A, aHTUreHHbI TecT (OTAeNnsemMoe PoTOrfIoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic
Assay)

Ho 2

1110

454-1

[MoceB Ha 6eTa-reMonnUTMYECKMIN CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria |dentification)

Ho5

870

454-A

[MoceB Ha 6eTa-reMonnUTUYECKUIN CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpeaenenne
YyBCTBUTENBHOCTU K aHTUMNKPOOHBLIM NpenapaTtam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1135

488

CTtpenToKokK rpynnbl B, aHTurenHbiii Tect (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1260

33103[1J1

MHeBMmoKOKK, onpeaenenve [HK B nnasme kposu (Streptococcus
pneumoniae, DNA)

Ho 4

910

33103CJTH

MHeBmokokk, onpeaenenve [ HK B cntoHe (Streptococcus
pneumoniae, DNA)

Ho 4

910

33103POT

lMHeBMOKOKK, onpegeneHne [JHK B cockobe anuTtenmnanbHbIX KIETOK
poTornoTku (Streptococcus pneumoniae)

Ho 4

910




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp

23103MK HHeBMOKQKK, onpeneneHne JHK B mokpoTe (Streptococcus o4 |910
pneumoniae, DNA)

354KOMK CrtpenTtokokk rpynnbl B, onpepgenenne JHK (Streptococcus agalactiae No5 |640
DNA) B cockobe anuTtenunanbHbIX KNETOK KOXM

354MOY CrpenTtokokk rpynnbl B, onpenenernve JHK (Streptococcus agalactiae No5 |640
DNA) B Mmoye

354POT CrtpenTtokokk rpynnbl B, onpepgenenne JHK (Streptococcus agalactiae No5 | 640
DNA) B cockobe anuTenmanbHbIX KNETOK POTOMMOTKM

354YPO CrtpenTokokk rpynnbl B, onpegenenne JHK (Streptococcus agalactiae No5 | 640
DNA) B cockobe anuTenmanbHbIX KNIETOK YPOreHNTanbHOro TpakTa

3541PK CrpenTokokK rpynnbl B, onpepenenne [HK (Streptvococcusvagalactlae o5 | 640
DNA) B cockobe anuTenmasnbHbiX KNeTOK CAM3UCTON NPAMON KALIKM

10.62. Ctponrunonpos (Strongyloides stercoralis)

1372 AHTVITeJ'Ia. Knacca igg K aHTureHam CTpOHrunonaosa (Anti- o5 |1100
Strongyloides stercoralis igg)

10.63. T-numdoTponHbin BUpyc (Deltaretrovirus, Human T-Lymphotropic Virus, HTLV)
AHTUTena knacca igg K T-numdoTponHomy Bupycy 4Yenoeeka Tuna 1 m

1208 2 Tvnos (Anti-HTLV-1, 2igg) Ho7 1010

10.64. Tokcokapos (Tokcokapa, Toxocara canis)

232 ‘ AHTuTena Knacca igg K aHTureHam Tokcokap (Anti-Toxocara igg) ‘ o5 ‘ 600

10.65. Tokconnasmos (Tokconnasma) (Toxoplasmosis,Toxoplasma gondii)
AHTuTena knacca igg k Toxoplasma gondii (Anti-Toxoplasma gondii

80 igg) 1 590

81 AHTuTena knacca igm k Toxoplasma gondii (Anti- Toxoplasma gondii 1 705
igm)

TAVTOXO AsunpgHocTb Anti-Toxopl gondiiigg 1 1250

335807 TOKconnaislvla, onpegenenne OHK B BbinoTe (Toxoplasma gondii, DNA, fo5 | 330
Exudate)
Tokconnasma, onpepenenne JHK B cbiBopoTke Kposu (Toxoplasma

335cs gondii, DNA, Serum)* Ho5 1535
Tokconnasma, onpepenerne JJHK B cCnNMHHOMO3roBOW XXMAKOCTU

335¢cmic (Toxoplasma gondii, DNA, Cerebrospinal Fluid)* Ho5 | 330

10.66. Tpuxunennes (tpuxuHenna, Trichinella spiralis)

233 ‘ AHTuTENa Knacca igg K aHTureHam tpuxuHenn (Anti-Trichinella igg) ‘ Jo5 ‘ 635

10.67. TpuxomoHunas (tpuxomonapna) (Trichomonas vaginalis, Trichomoniasis)

261 AHT.I/ITe.J'I&.l Knacca igg K Trichomonas vaginalis (Anti-Trichomonas o6 | 815
vaginalis igg)
TpuxomoHapaa, onpepenenne OHK B moye (Trichomonas vaginalis,

307mou DNA, Urine)* o2 | 310
Tpuxomonapa, onpeaeneHne [1HK B cekpeTe npocTaThl, 39KynaTe

307cn (Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* Ho2 | 310
TpuxomoHapa, onpeaenenne [JHK B cockobe anutenmanbHbIX KNEToK

307ypo yporeHutanbHoro TpakTa (Trichomonas vaginalis, DNA, Scrape of Ho2 | 320
Urogenital Epithelial Cells)*

10.68. Tybepkynes (MnkobakTepumn Ty6epkynesa) (Mycobacterium Tuberculosis)
AHTuTena knaccos igm, iga, igg kK Mycobacterium tuberculosis,

1266 cymmapHo (Anti-Mycobacterium tuberculosis igm, iga, igg, Total) Ho6 12085




CAHATOPHW

SHAHWE

MeguunHcKnia
UEeHTp

MukobakTepun TybepKynesa, onpeneneHve [JHK B BbinoTe

341enT (Mycobacterium tuberculosis, DNA, Exudate)* fo2 | 330
MukobakTepun Tybepkynesa, onpegenexHne [JHK B MmokpoTe

S4mic (Mycobacterium tuberculosis, DNA, Sputum)* Ro2 750
MukobakTepuu Tybepkynesa, onpepenerHne [JHK B MeHCcTpyanbHOM

S41mHc kposu (Mycobacterium tuberculosis, DNA, Menstrual Blood)* Ho2 330
MukobakTepun Tybepkynesa, onpeaeneHne [JHK B moue

341moy (Mycobacterium tuberculosis, DNA, Urine)* fo2 | 310
MukobakTepun Tybepkynesa, onpeaeneHne [JHK B cbiBopoTke KpoBu

341cs (Mycobacterium tuberculosis, DNA, Serum)* fo2 | 565
MukobakTepuun Tybepkynesa, onpeaenerHne [JHK B cMHoBManbHom

S4lenn »uakoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)* Ho2 1565
MukobakTepun Ty6epkynesa, onpeaenexHmne [JHK B cnmHHOMO3rosom

S4Tcmx »upkoctn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* Ho2 1330
MukobakTepun Ty6epkynesa, onpepenexHne [JHK B cekpete

341cn npocTaThl, 3gkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Ho2 | 330
Fluid, Semen)*

1547 Bpyuenna-igm (Brucella, igm) o7 |935

1548 Bpyuenna-igg (Brucella, igg) Ho7 | 830

10.69. Ypeannasmos (ypeannasmsbi) (Ureaplasmosis, Ureaplasma spp., Ureaplasma urealyticum,
Ureaplasma parvum)

264

AHTuTena knacca igg k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum igg)

Ho5

830

265

AHTuTena knacca iga k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum iga)

Ho5

830

303movy

Ypeannasma (Ureaplasma urealyticum) (6riosap T-960), onpegeneHne
JOHK B moue (Ureaplasma urealyticum (T-960), DNA, Urine)*

Ho 2

320

303cn

Ypeannasma (Ureaplasma urealyticum) (6riosap T-960), onpegeneHne
IHK B cexkpeTe npocTtaTbl, 3sikynate (Ureaplasma urealyticum (T-960),
DNA, Prostatic Fluid, Semen)*

Ho 2

320

303ypo

Ypeannasma (Ureaplasma urealyticum) (6buosap T-960), onpeaeneHve
IOHK B cockobe anuTennanbHbIX KNETOK YPOreHNTaIbHOro TpakTa
(Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial
Cells)*

Ho 2

320

342MOY

Ypeannasma (Ureaplasma parvum), onpepenexve JHK B moue
(Ureaplasma parvum, DNA, Urine)*

Ho 2

320

342cn

Ypeannasma (Ureaplasma parvum), onpepenexvie JHK B cekpete
npocTarbl, 3akynate (Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

Ho 2

330

342ypo

Ypeannasma (Ureaplasma parvum), onpegenexve OHK B cockobe
anuTennanbHbIX KNeTok yporeHutanbHoro TpakTa (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ho 2

320

343Mmoy

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpenenexve HK B move (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

Ho 2

320

343cn

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpenenexve IHK B cekpete npocTathl, 3skynsate (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

Ho 2

320
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Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),

343ypo onpepeneHve [JHK B cockobe 3nuTeNManbHbIX KNeToK fo2 |320
yporeHuTtanbHoro TpakTa (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

10.70. XenukobaktepHas nHdekuus (xenukobakrep) (Helicobacter pylori)

133 g;';mena knacca igg K Helicobacter pylori (Anti-Helicobacter pylori Mo3 |590

176 gl;r)mena knacca igm Kk Helicobacter pylori (Anti-Helicobacter pylori o5 |815

177 g:')rmena knacca iga k Helicobacter pylori (Anti-Helicobacter pylori o5 |815
AHTuTena knacca igg K Helicobacter pylori, BoisBnsemblie meTogom

258 nmmyHobnottuHra (Anti-Helicobacter pylori igg, Immunoblot) Ro7 | 3470
AHTuTEena knacca iga k Helicobacter pylori, BbisBnsgemblie meTogom

259 nmmyHobnottuHra (Anti-Helicobacter pylori iga, Immunoblot) Ro7 | 3470
1303HEL '3C-ypea3sHbiit gbixaTenbHbiii Tect (3C-YOT, 13C-Urea

1303HEL Breath test, UBT). Boissnenune nnpexkunn Helicobacter pylori Ho6 2720
XenukobakTep nunopu, onpenenenne [JHK B buonTtaTte cnnusncroini

3158XEJ1 xenyaka n/vnu geeHaguatmnepcTtHoi knwkin (Helicobacter pylori, Ho5 | 740
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)

10.71. Xnamunp

nitHasa nudekums, xnamuamos (xnamuaum) (Chlamydiosis, Chlamydia |

trachomatis, Chlamydophila pneumoniae)

nfection, Chlamydia

AHTuTena knacca iga k Chlamydia trachomatis (Anti-Chlamydia

105 trachomatis iga) fo3 | 665

106 AHTuTEna knaccaigg K Chlamydia trachomatis (Anti-Chlamydia fo3 |635
trachomatis igg)
AHTUTEenNna knaccos iga n igg k Chlamydia trachomatis, pasgensHo

105/6 (Anti-Chlamydia trachomatis iga, igg) Ho3 11360

188 AHTuTENa knacca igm K Chlamydia trachomatis (Anti-Chlamydia fo5 |635
trachomatis igm)
AHTuTena knacca igg K 6enky tennosoro woka (bTLL) Chlamydia

1495 trachomatis (Anti-chsp60 igg) Ho4 1 690
Xnamuauna (Chlamydia trachomatis), onpegenenve [JHK B BbinoTe

301snT (Chlamydia trachomatis, DNA, Exudate)* Ho2 | 320
Xnamuaunsa (Chlamydia trachomatis), onpegenenve JHK B cockobe

301rns anuTennanbHbiX KNeTok KoHbloHKTMBbLI (Chlamydia trachomatis, DNA, Ho 2 320
Scrape of Conjunctiva Epithelial Cells )*
Xnamuausa (Chlamydia trachomatis), onpegenervie [JHK B moue

301mox (Chlamydia trachomatis, DNA, Urine)* fo2 | 320
Xnamuamnsa (Chlamydia trachomatis), onpegenenve [JHK B cockobe

301npK anuTennanbHbIX KNeTok cnusuctoi npamoi kuwwkn (Chlamydia Ho2 | 320
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamuaunsa (Chlamydia trachomatis), onpegenenve [JHK B cockobe

301poT anuTenuanbHbix KneTtok potornotku (Chlamydia trachomatis, DNA, Ho2 | 320
Scrape of Faucial Epithelial Cells)*
Xnamuausa (Chlamydia trachomatis), onpegenerve JHK B

301cuH cvHoBuanbHon xuakoctn (Chlamydia trachomatis, DNA, Synovial Ho2 | 555

Fluid)*
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301cmx

Xnamuausa (Chlamydia trachomatis), onpegenerve JHK B
cnuHHomo3srosolt xugkoctn (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

Ho 2
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320

301cn

Xnamuausa (Chlamydia trachomatis), onpegenerve JHK B cekpeTte
npoctaThl, 3gkynate (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

Ho 2

320

301ypo

Xnamuausa (Chlamydia trachomatis), onpegenenve [JHK B cockobe
anuTennanbHbIX KNeTok yporerHutanbHoro TpakTta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

Ho 2

320

183

AHTuTena knacca iga kK Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae iga)

Ho 5

805

184

AHTuTena knacca igm k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae igm)

Ho 5

690

185

AHTuTena knacca igg Kk Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae igg )

Ho 5

690

349MK

Xnamupaus (Chlamydia pneumoniae), onpegenexvie [JHK B mokpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

Ho 4

1035

349nn

Xnamupaus (Chlamydia pneumoniae), onpegenexve [ HK B nnasme
kposu (Chlamydophila pneumoniae, DNA, Plasma)*

o 4

750

349poT

Xnamuamsa (Chlamydia pneumoniae), onpepenenve [JHK B cockobe
anuTennanbHbix KneTok potornotku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

o 4

525

349cnH

Xnamuams (Chlamydia pneumoniae), onpegenenve [HK B critoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

o 4

525

1379

AHTUTEeNa Knacca igg K rinaBHoMy 6enky Hapy>kHo Memb6paHbl MOMP
n AHTuTena knaccaigg Pgp3 (MembpaHoaccoummnpoBaHHbiIl
nnasmugHblin 6enok) Chlamydia trachomatis

Ho5

625

10.72. LintomeranosupycHas HpeKkuus: BUpyc repneca yenoseka 5 tuna (umromeranosupyc, LLIMB)
(Cytomegalovirus, CMV, Cytomegalovirus Infection)

82 AHTuTena knacca igg K untomeranosupycy (Anti-CMV igg) 1 555

83 AHTuTena knacca igm kK ymtomeranosupycy (Anti-CMV igm) 1 715

2AVCMV AsunpgHocTtb Anti-CMV igg 1 1440

210BAT LI,MTomeranBmpyc, onpepenenvie JHK B Bbinote (CMV DNA, o2 320
Exudate)
LinTomeranoeupyc, onpepenenve JHK B cockobe anutenmnanbHbixX

310rns3 kneTtok KoHbloHKTUBbLI (CMV DNA, Scrape of Conjunctiva Epithelial Ho2 | 320
Cells)*
LinTomeranosupyc, onpepenerve [JHK B cockobe anutenmnanbHbiX

310Kox knetok koxu (CMV DNA, Scrape of Skin Epithelial Cells)* Ho2 | 320

310Kp U,I/ITOM*el'aﬂOBI/IpyC, onpepenenvie JHK B BeHo3Hol kposu (CMV DNA, o2 |535
Blood)

310Mou Lintomeranosupyc, onpegenexve [JHK B moye (CMV DNA, Urine)* Jo2 | 320
LinTomeranoeupyc, onpepenenve [JHK B cockobe anutennanbHbIX

310Hoc kneTtok cnuauctori Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* Ho2 | 320
LinTomeranosupyc, onpepenenve [JHK B cockobe anutenmnanbHbIX

310por knetok potornoTtku (CMV DNA, Scrape of Faucial Epithelial Cells)* Ho2 | 320
LinTomeranosupyc,kadecteeHHoe onpeaenenve [JHK B cobiBopoTKe

310cs kposu (CMV DNA, Serum)* fo2 535

310chH Lintomeranosupyc, onpeaenexve [JHK B cnioHe (CMV DNA, Saliva)* Jo2 | 320
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LintomeranoBsupyc, onpegenerme [JHK B CnMMHHOMO3roBoi »XnaKocTun

310cmx (CMV DNA, Cerebrospinal Fluid)* Ho2 | 320
Lintomeranosupyc, onpegeneHne [JHK B cekpeTe npocTaTbl, 39KynaTe

310cn (CMV DNA, Prostatic Fluid, Semen)* Roz 320
Lintomeranosupyc, onpegenenme [JHK B cockobe anntennanbHbix

310ypo KneTtok yporeHutanbHoro TpakTa (CMV DNA, Scrape of Urogenital Ho2 | 320
Epithelial Cells)*

3156 Ll,momeranoslmpyc, Konun4yecTtBeHHoe onpepeneHne JHK Mo3 |450
(Cytomegalovirus, DNA) B cbiIBOPOTKE KpOBU

10.73. uTepobuos (octpuubl, Enterobius spp.)

16010CT ViccneposaHuve Ha aHTepobuos (siiua octpuu), wnaTtens (Enterobiasis, o2 |360
Spatula)

10.74. dnwTtenHa-bapp BupycHasa nidekumus: BUpyc repneca yenoseka 4 tuna (Bupyc dnwrteiiHa-bapp)

(Epstein-Barr Virus, EBV, EBV Infection)

351BnT Bupyc 3n*LUTev|Ha—Eapp, onpepenexve [HK B Bbinote (EBV DNA, fo2 |330
Exudate)
Bupyc SnwteinHa-bapp, onpepenerne OHK B BeHosHol kposu (EBV

351kp DNA, Blood)* Ho2 | 535

351Tmou Bupyc dnwreiHa-Bapp, onpepenenne [JHK B moye (EBV DNA, Urine)* | o2 | 320
Bupyc SnwTeriHa-bapp, onpepenenne [1HK B cockobe

351Hoc anuTenunanbHbIx kKneTok cnusncton Hoca (EBV DNA, Scrape of Nasal Ho2 | 350
Epithelial Cells)*
Bupyc SnwTteriHa-bapp, onpepenenne [1HK B cockobe

351poT anuTennanbHbix kneTtok poTtornoTtku (EBV DNA, Scrape of Faucial Ho2 | 320
Epithelial Cells)*
Bupyc SnwTelriHa-bapp, kayuecTBeHHoe onpepenerHne JHK B

351ce cbiBopoTke Kposu (EBV DNA, Serum)* Ho2 1535

351cnh Bmpyc ?aneMHa-Bapp, onpegenexve [JHK B cnioHe (EBV DNA, o2 |320
Saliva)
Bupyc SnwTteriHa-bapp, onpeaenenne OHK B cnnHHoMo3roeoi

351emx »xuakocTtn (EBV DNA, Cerebrospinal Fluid)* Ho2 | 320
Bupyc SnwTteiriHa-bapp, onpepenenne [JHK B cekpeTe npocTtaTthl,

35%cn aakynate (EBV DNA, Prostatic Fluid, Semen)* fo2 1320
Bupyc SnwTteriHa-bapp, onpepenenne [IHK B cockobe

351ypo anuTennanbHbiX KNeTok yporeHutanbHoro TpakTa (EBV DNA, Scrape Ho2 | 350
of Urogenital Epithelial Cells)*

186 AHTUTENA KJ1acca igM K KancuaHOMy aHTWreHy Bupyca nwTenHa- Mo3 | 650
Bapp (Anti-EBV Viral Capsid Antigens (VCA) igm)

187 AHTUTena Knacca igg K aaepHOMy aHTUreHy Bupyca nwteHa-bapp 1 615
(Anti-EBV Nuclear Antigen (EBNA) igg )

575 AHTUTeNa Knacca igg K KancugHoMy aHTUreHy Bupyca JniwiTeliHa- 1 715
Bapp (Anti-EBV Viral Capsid Antigens (VCA) igg )
Bupyc SnwTeriHa-bapp, konnyecteeHHoe onpepenerne [JHK B

3511 cbiBopoTke Kposu (EBV DNA, Serum)* Ho3 1450
OnpepeneHve HAeKCa aBUAHOCTU UMMYHOTIobynHoB Knacca G K

1630 KancuaHbim aHTureHam VCA Bupyca dnwTeliHa-bapp B cbiBopoTKe Ho7 |1145
KpOBMW.

10.75. 9xnHOKOKKO3 (3xmHOKoKku, Echinococcus spp.)

529 ggmena Knacca igg K aHTureHam axmHokokka (Anti-Echinococcus fo5 | 1085
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10.76. dwepunxmos (kMweyHas nanouka, swepuxus, Escherichia coli)

485

VccnepoBaHue Ha KuweyHyto nanoyky (Escherichia coli O157:H7,
3LEPUXN03), AMapenHblil cUHAPOM, aHTureHHblli Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

1160

458-A

Moces Ha kuweydHyto nanouky (Escherichia coli 0157:H7, swepunxmnos),
onpeaeneHne YyBCTBUTENbHOCTY K aHTMMUKPOOHBIM NpenapaTtam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

Ho 6

1160

458-0

Moces Ha kuweydHyto nanouky (Escherichia coli 0157:H7, swepunxmnos),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHLIM NpenapaTtam r
baktepuodaram (Escherichia coli 0157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

Ho 6

1405

11. MUKPOBUOJ1I0I' MYECKUE UCCNEOOBAHUA: HECINELMNDUNYECKUE BOCIAJIUTEJIbHBIE
3ABOJIEBAHUSA PA3JTUMYHBIX TOKATIU3ALIUMA (Microbiological investigations)

*B cny4yaax obHapy>KeHMs HOPMaJsibHOM, CONYTCTBYIOLLEN, YCIIOBHO-NAaTOreHHOM B HU3KOM Tutpe (<10*4
Koe/Tamn., Mi., rpam.) Uinu He meloLen AnarHoCTUYECKOro 3HadeHus ¢pnopbl, onpeaeneHve
YyBCTBUTENIbHOCTU K aHTUMUKPOOHbIM NpenapaTtam n 6aktepuodaram He npoBoguTcs. Y naumMeHToB A0
16 neTt rMHeKonoruyeckne aHanusbl bepyTcsa ToNbKO B NPUCYTCTBUM poauTeneit. MimeloTca orpaHnyeHus
Nno B3SITUIO HEKOTOPbIX BUAOB bMoMaTepuana B permoHax. YTouyHanTe y agMUHUCTpaTopa MeAULIMHCKOro

odwuca.

11.1. Mukpobuonormnyeckume nccnegoBaHusa: Hecneunduyeckme BocnanmtTenbHblie 3aboneBaHus
pa3nuuHbix nokanusauuii (Microbiological investigations)

*[1ns TecToB, NOMEYEeHHbIX *, Heobxoauma npobonoarotoska (MUK).

455

[uncbakTepros KnwedHrka (MoanduLmnpoBaHHbIin MeTo)

Ho7

2010

455-0

MogudurunpoBaHHoOe UccnenoBaHne AMcbaKTepnosa KNLLEYHVIKA,
onpepeneHe 4yBCTBUTENbHOCTU K bakTepunodaram (Intestinal
Dysbiosis: Modified Study, Bacteriophage Susceptibility Testing)

Ho7

2140

447

VccnepoBaHuve Ha 6uoueHos Bnaranvwa, onpegenexHme
YyBCTBUTENIbHOCTU K aHTI/IMI/IKpO6HbIM N aHTUMNKOTUYECKNM
npenapartam (C MMKPOCKOMMEN HaTUBHOrO NpenapaTa, OKPalLleHHOro
no pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of
Smear))*

Ho7

1870

445

Mukpockonuyeckoe (bakTepnocKonMyeckoe) nccneqoBaHe MasKa,
oKpalueHHoro ro MNpamy (Gram Stain. Bacterioscopic Examination of
Smear)

o3

565

470

MNMoces oTaensiemoro potornotku Ha 6bopaetennbl (Bordetella
pertussis/parapertussis, koknow/napaxkokmow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

Ho 6

1860

442

Moces Ha gpox»kenoaobHbie rpnbsl (pogoe Candida, Cryptococcus) ¢
onpepeneHemM YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM NpenapaTtam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

Ho7

990

462

Moces Ha knocTpuaun (Clostridium difficile, nceBpomembpaHo3HbIii
konuT) (Clostridium difficile Culture. Bacteria ldentification and
Antibiotic Susceptibility Testing)

Ho7

1605

485

VccnepgosaHuve Ha kuweyHyto nanodky (Escherichia coli 0157:H7,
3LEPUNXNO03), AVapenHbIin cuHAPOM, aHTureHHblli Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

1160
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458-A

Moces Ha kuweydryto nanoyky (Escherichia coli 0157:H7, swepuxnos),
onpeaeneHne YyBCTBUTENbHOCTY K aHTMMUKPOOHBIM NpenapaTtam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

Ho 6

CAHATOPHW

SHAHWE

1160

458-0

Moces Ha kuweydHyto nanouky (Escherichia coli 0157:H7, swepuxnos),
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM NpenapaTam r
baktepunodaram (Escherichia coli 0157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

Ho 6

1405

440

[Moces Ha MKOMa3Mmbl, ONpeaesieHe YyBCTBUTENbHOCTU K
aHTUMUKpPOOBHbIM NpenapaTam (Mycoplasma hominis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

Ho 6

965

471

[MoceB Ha MEHMHIOKOKKM, ONpeaeneHne YyBCTBUTENbHOCTM K
aHTUMKKpPOOHbIM NpenapaTam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

Ho7

840

444

lMoceB Ha ypeannasmbl, onpepeneHne Y4yBCTBUTENBHOCTU K
aHTUMUKpPOBHbIM NpenapaTam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

Ho 6

870

440/ bbt

[Moces Ha MMKOMNasmy 1 ypeannasmbl, onpegeneHne
YyBCTBUTENBHOCTU K aHTUMNKPOBHBbIM npenapaTtam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

Ho 6

1710

452

[MoceB Ha aHaapobHyto MunKpodopy, onpegeneHme
YyBCTBUTENBHOCTU K aHTMMUNKPOBHbIM npenapaTtam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

Ho 9

1630

449

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpeaeneHvie
YyBCTBUTENBHOCTU K aHTUMUKPOBHbIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)

Ho7

790

457-

MNMoces Ha natoreHHyto KuweyHyto dnopy (Stool Culture (Salmonella
spp., Shigella spp.). Bacteria Identification)

Ho 6

995

457-A

[MoceB Ha naTOreHHyto K1LEeYHyto dropy, onpeaeneHme
YyBCTBUTENBHOCTU K aHTUMNKPOBHbIM npenapatam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

Ho 6

1225

457-®

[ToceB Ha naTOreHHyto K1LEeYHyo dnopy, onpeaeneHme
YyBCTBUTENIBHOCTU K aHTUMWKPOOHBIM NpenapaTtam 1 bakTeprodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

Ho 6

1440

469

Moces Ha gudTeputo (Corynebacterium diphtheriae Culture)

Ho 6

870

468-T1

MNMoceB Ha 30M10TUCTbIN CTaPUNOKOKK (METULINIIIVH-PE3UCTEHTHbI
3onotucTbin ctadpunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification)

Ho 5

830

468-A

MNMoceB Ha 30M10TUCTbIN CTaPUNOKOKK (METULINIIIVH-PE3UCTEHTHbI
3onoTucTbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTY K aHTMUKPOOHBIM NpenapaTtam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1035
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MNMoceB Ha 30M10TUCTbIN CTaPUNOKOKK (METULINIIIVH-PE3UCTEHTHbI
3onoTucTbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENBbHOCTU K paclUMPEeHHOMY CEKTPY
aHTUMUKPOBHbIX NpenapaTos (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

468-P o7 | 2445

MoceB Ha 30M10TUCTbIN CTaPUNOKOKK (METULINIIVH-PE3UCTEHTHbI
3onotucTbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHLIM NpenapaTtam r
b6akTepunodaram (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

468-O Ho7 |1235

MNMoces Ha 30noTUCTbIN cTadunokokk (Staphylococcus aureus)

459-N (Staphylococcus aureus Culture. Bacteria Identification)

Jo5 | 750

Moces Ha 3onoTuCTbIN cTadunokokk (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMNKPOBHBIM NpenapaTtam
(Staphylococcus aureus Culture. Bacteria |dentification and Antibiotic
Susceptibility Testing)

459-A Jo7 |1035

MoceB Ha 30n0TUCTbIN cTadunokokk (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENbHOCTU K PacLUMPEHHOMY CNEKTPY
aHTMMUKPOBHbIX NpenapaTos (Staphylococcus aureus Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

459-P Ho7 | 2445

MoceB Ha 30n0TUCTLIN cTadumnokokk (Staphylococcus aureus,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam r
459-O bakTepunodaram (Staphylococcus aureus Culture. Bacteria Ho7 |1235
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

Moces kana Ha nepcuHum (Yersinia enterocolitica, vepcnHmnos,
onpegeneHmne 4yBCTBNTENIbHOCTU K aHTVIMVIKpOGHbIM npenapatam
(Yersinia enterocolitica, Stool Culture. Bacteria |dentification and
Antibiotic Susceptibility Testing)

460 Ho13 | 1590

Moces Ha nuctepun (Listeria monocytogenes) c onpeaeneHnem
YyBCTBUTENBHOCTU K aHTUMNKPOBHbIM nNpenapatam (Listeria
monocytogenes Culture. Bacteria Identification and Antibiotic
Susceptibility testing)

453 Ho7 | 870

[MoceB paHeBOro oTAENAEMOro 1 TKaHen Ha MUKpodiopy,
onpepageneHmne 4yBCTBUTENbHOCTU K aHTI/IMI/IKp06HbIM npenapatam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

474-A Ho7 | 1035

[MoceB paHeBOro oTAeNSEMOro 1 TKaHen Ha MUKpodiopy,
onpeageneHme 4yBCTBNTENIbHOCTU K PpaClLUNpeHHOMY CNeKTPY
aHTUMUKPOBHbIX NpenapaTtos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

L7 4-P Ho7 2 445

[MoceB paHeBOro oTAeNSEMOro 1 TKaHen Ha MUKpodopy,
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM NpenapaTtam u
474-O 6akTtepuodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria Ho7 |1235
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

Moces rpyaHoro monoka Ha Mukpodnopy (Breast Milk Culture.

464-T1 Bacteria Identification)

Ho5 | 815




MeguurHcKnia

464-A

UeHTp

[MoceB rpygHOro Monoka Ha Mukpodgnopy, onpenenerne
YYBCTBUTENBHOCTN K aHTUMUKPOOHbIM npenapaTtam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Ho7

CAHATOPHW

SHAHWE

1035

464-P

lMoceB rpygHOro Monoka Ha Mukpodropy, onpeaeneHme
YYBCTBUTENIBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

Ho7

2430

464-D

lMoceB rpygHOro Monoka Ha MMkpodropy, onpeaeneHme
YYBCTBUTENBHOCTU K aHTUMMKPOOHbLIM NpenapaTam 1 bakteprodaram
(Breast Milk Culture. Bacteria ldentification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

Ho7

1235

475-A

Moces xenun Ha MUKpodopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKpPOOBHbIM NpenapaTam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

Ho7

1315

475-P

MoceB xenun Ha MUKpodopy, onpeaeneHne YyBCTBUTENTbHOCTM K
pacLIMpPeHHOMY CNeKTPY aHTUMUKPOBHbIX npenapaTtos (Bile Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Ho7

2675

467-A

Moces oToensaeMoro BepxHuxX gbixaTenbHbIX NyTen Ha MUKpodropy,
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMNKPOBHBIM NpenapaTtam
(opHa nokanusauwns) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

Ho7

1100

467-P

MNoceB oTAensieMoro BEpXHMX gblXxaTeNbHbIX NyTel Ha MUKpodopy,
onpepenieHre YyBCTBUTENIbHOCTUN K PaCLUMPEHHOMY CNEeKTPY
aHTUMUKPOGHbIX NpenapaTos (Upper Respiratory Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

Ho7

2470

467-O

[MoceB oToensseMoro BEpXHMX OblxaTeNbHbIX NyTEN Ha MUKpodopy,
onpeageneHmne 4yBCTBUTENbHOCTU K aHTVIMVIKpO6HbIM npenapatamMm um
b6akTepunodaram (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Ho7

1260

487

CTpenTOoKOKK rpynnbl A, aHTUreHHbI TecT (oTaensemMoe PoTOroTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic
Assay)

Ho 2

1110

441-A

[MoceB Mouun Ha MnKpodopy, onpeaeneHmne 4yBCTBUTENbHOCTU K
aHTMMUKpPOBHbIM npenapatam (Urine Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

Ho7

985

441-P

[MoceB Mouu Ha MUKpodNopy, oNpeaeneHne YyBCTBUTENbHOCTU K
pacLIMpeHHOMY CreKTpy aHTUMUKPOoBHbIX npenapaTos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Ho7

2325

441-D

[MoceB Mouun Ha MuKpodopy, onpeaeneHmne 4yBCTBUTENbHOCTU K
aHTMMUKPOBHbIM NpenapaTtam 1 6axktepunodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

Ho7

1190

465-A

[Mocer oTgensieMoro rnas Ha Mukpodopy, onpeaeneHne
YyBCTBUTENBHOCTM K aHTUMMKPOBHbIM npenapatam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

Ho7

1450

465-P

[Mocee oTgensiemMoro rnas Ha MrUKpodopy, onpeaenerne
YYBCTBUTENIBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapatos. (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

Ho7

2800




MeguurHcKnia

465-O

UeHTp

[Mocee oTgensemMoro rnas Ha MuKkpodopy, onpeaenerne
YYBCTBUTENIBHOCTU K aHTUMMKPOOHBIM NpenapaTam 1 bakteprodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

Ho7

CAHATOPHW

SHAHWE

1670

446-A

lMoces Ha MUKpodopy OTAENSEMOrO MOJIOBbIX OPraHoB,
onpeaeneHne YyBCTBUTENbHOCTN K aHTUMUKPOOHBIM NpenapaTam
(Genitourinary Tract Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)*

Ho7

1450

446-P

[Moces oToensseMoro NosoBbLIX OPraHoB Ha MUKpPodIopy,
onpeaeneHne YyBCTBUTENbHOCTY K PacLUMPEHHOMY CNEKTPY
aHTUMUKPOBHbIX NpenapaTos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

Ho7

2800

L46-D

[Moces oToenseMoro NosoBbLIX OPraHoB Ha MUKpPodIopY,
onpeaeneHne YyBCTBUTENbHOCTY K aHTUMUKPOOHBIM NpenapaTam r
baktepuodaram (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Ho7

1670

488

CTpenToKoKK rpynnbl B, aHTureHHbi TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1260

473-A

MNMoceB oTpensieMoro ywei Ha M1kpodiopy, onpegenexHve
YyBCTBUTENBHOCTM K aHTMMUKPOBHbIM Npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

Ho7

1450

473-P

lMoces oTgensgemMoro ywein Ha MUKpodopy, onpeaeneHne
YYBCTBUTENIBHOCTU K PacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTos (Ear Culture. Bacteria |dentification, Antibiotic
Susceptibility, Enlarged Ttesting)*

Ho7

2800

473-O

[MoceB oTpensgemMoro ywemn Ha Mukpodnopy, onpeaeneHme
YyBCTBUTENBHOCTM K aHTUMWKPOOHbBIM NpenapaTtam 1 baktepuodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

Ho7

1670

477-A

[MoceB NYHKUMOHHOIO MaTepuana Ha MUKpodriopy, onpeaenexHmne
YyBCTBUTENBHOCTUN K aHTUMNKPOBHbIM npenapatam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

Ho7

1100

477-P

[MoceB NYHKUMOHHOIO MaTepuana Ha MUKpodriopy, onpeaenexHmne
YyBCTBUTENBHOCTM K PacCLUMPEHHOMY CNEKTPY aHTUMMKPOBHbBIX
npenapaTos (Punctate Fluid Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

Ho7

2470

472-A

[MoceB MOKpPOTHI 1 TPAXeobpPOHXMaNbHBIX CMbIBOB Ha MUKPOGdIIOpPY,
onpeageneHme 4yBCTBUTENbHOCTU K aHTI/IMI/IKpO6HbIM npenapatamMm um
MUKpocKonven maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

Ho7

1300

472-P

[MoceB MOKPOTLI M TPaxeobpPOHXMANbHbBIX CMbIBOB Ha MUKpodopy,
onpeaeneHne YyBCTBUTENbHOCTY K PacLUMPEHHOMY CMNEKTRY
aHTMMUKPOBHbIX MpenapaToB 1 MUKpPOCcKonuen maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing, Microscopy)*

Ho7

2570

463

Potasupyc (Rotavirus), onapeliHbiii CUHAPOM, aHTUMEHHbIN TecT
(Rotavirus Direct Detection by Latex Agglutination)

855

481

AneHosupyc (Adenovirus), AvapenHblin CUHAPOM, aHTUMEHHbIN TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1120




MeguurHcKnia

483

UeHTp

Nambnun (Giardia liamblia), aviapeiHblii CUHAPOM, aHTUFEHHbIN TECT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

CAHATOPHW

SHAHWE

1120

454-T1

lMoces Ha 6eTa-reMonnMTUYECKNIN CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria ldentification)

Ho 5

870

454-A

lMoces Ha 6eTa-reMonnMTUYECKNIN CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpenenenne
YyBCTBUTENBHOCTU K aHTUMNKPOOHBbIM NpenapaTtam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1135

466

lMoces Ha 6eTa-reMonMTUYECKNIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

Ho 5

830

466-A

[MoceB Ha 6eTa-reMonnUTMYECKMIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHvie
YyBCTBUTENBHOCTU K aHTUMNKPOOHBbIM NpenapaTtam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

Ho7

1020

482

KpunTtocnopuaum napsym (Cryptosporidium parvum), anapeinHbiii
CUHAPOM, aHTUreHHbIn TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1010

484

XenukobakTep nunopwu (Helicobacter pylori), aHTUreHHbI TecT
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1010

461

MNoces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter
spp., Stool Culture. Bacterial Identification)

Ho 6

1590

402

KamnunobakTep, anapenHblili CUHAPOM, BbiSIBJIEHME aHTUTeHa B Kane,
nmmyHoxpomatorpadus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

Ho 2

1260

403

"oHOpes, BbigBeHWe aHTUreHa, mmMmyHoxpomaTorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

Ho 2

1035

404

ApQeHoBUPYC pecnupaTopHbIi, BbiIBNIEHME aHTUreHa B
pecnupaTtopHOM TpaKTe, nMMyHoxpomaTtorpadpus (Adenovirus,
respiratory infection, One step rapid immunochromotographic assay,
antigen)

Ho 2

1055

405

ﬂeFVIOHeﬂﬂa, BbldBJ1IEeHNE aHTUIF€Ha B MOo4e, mmmyHoxpomaTorpadMﬂ
(Legionella pneumophila, One step rapid immunochromotographic
assay, antigen, urinae)

Ho 2

1745

408

nHeBMOKOKK, BbldBJ1IEHME aHTUIFE€Ha B Mo4e, mmmyHoxpomaTorpad)mq
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

Ho 2

1745

409

JHTEPOBMPYC, BbISBNEHNE aHTUIMEHA B Kasle, MMMYHOXpoMaTorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

Ho 2

1315

411

PecnvpaTopHo-cuHumTranbHbiii BUupyc (PC-nHdekumns), BbisBneHne
aHTureHa, ummyHoxpomatorpadus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

Ho 2

1120

12. UMMYHOJTOITMYECKUNE NCCITENOBAHUYA (Immunological Examination)

* HeobxoaUM 3aKa3 [J0MOJSIHUTESIbHbIX TECTOB

12.1. KomnnekcHble ummyHonorundeckume uccneposanus (Comprehensive Immunological Examination)




MeguurHcKnia

UeHTp

CAHATOPHW

SHAHWE

** UccnepoBaHus N2 4191, 4196, 4199 BbINONHAIOTCA B KOMMeKce ¢ uccneposaHmem N2 1911.
NccnepoBaHusa N2 4191, 4196, 4199 Henb34 3aka3aTb OTAENbHO!

192 VimmyHonorudeckoe obcnepoBaHue paclumpeHHoe (Immunological o9 |7395
Survey Extended)

191 MmmyHonormq§CKoe obcnepoBaHue ckpuHuHrosoe (Immunological o9 | 4160
Survey, Screening)

1310 ®arounTapHasg akTMBHOCTb nenkoumTtoB (Phagocytic Activity of o9 |1000
Leucocytes)
deHoTrnmnposaHve numeoumToB (OCHOBHbIE cybnonynsaunm) — CD3,

4192 CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, Ho3 | 4285
CD8, CD19, CD16, CD56)
CD4+ T-numdouuTsl, % 1 abconoTHoe konuyecTtso (T-xennepsl,

4193 CD4+ T-cells, Percent and Absolute) Ro2 11745
B-numdouuntbl, % 1 abcontotHoe konnyectso (CD19+ numdounTsl, B-

4194 cells, Percent and Absolute) Ho2 | 1745

1311 AkTtunsnposaHHblie numoountsl (CD3+HLA-DR+, CD3-HLA DR+) Mo3 |1475
(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*

1312 Cn.O.CO6HOCTb numooumTos K akTnsaumm (Lymphocyte Activation [o9 |4285
Ability)
Lumpkynupytowme nmmyHHble komnnekcbl (LIVK) o6wwme (Circulating

1235 Immune Complexes (CIC) Total) fo5 11430

12.2. UmmyHornobynuubl obwme (Immunoglobulins, Total)

45 NmmyHornobynuHbl knacca A (Immunoglobulin A, iga) 1 350

46 NmmyHornobynuHbl knacca M (Immunoglobulin M, igm) 1 350

47 NmmyHornobynuHbl knacca G (Immunoglobulin G, igg) 1 350
NmmyHornobynunHbl knacca E (o6wmii ige, iMmyHornobynuH E o6wmin)

67 (Immunoglobulin E Total, ige Total) Ho4 705

4048 NmmyHornobynuHbl G (nogknaccel iggl, igg2, igg3, igg4) Ho8 | 14455

12.3. Cneuunduyeckme 6enkun (Specific Proteins)

948 ‘ D0o3nHOGUNbHbBIN KaTnoHHbIN 6enok (Eosinophil Cationic Protein, ECP) ‘ Ho 4 ‘ 1035

12.4. KomnoHeHTbl kKomnnemeHnta (Complement Components)
KomnoHeHTbl cuctembl komrnnemenTa C3, C4 (Complement

193 1 920
components C3, C4)

1315C3 C3 KomnoHeHT cuctembl komrnemeHTa (Complement Component C3) | 1 465

1316C4 C4 KomnoHeHT cuctembl komrnemeHTa (Complement Component C4) | 1 465
Cuctema KoMnnemMeHTa: oueHKa GYHKLMOHANbHOW aKTUBHOCTU

1534 (CH50) (Functionality Test of Complement (CH50)) Ho7 11670

836 NHrnbutop C1-actepasbl, aktuBHocTb (C1-Esterase Inhibitor, C1-INH) | Jo7 | 2445
NHrnbutop C1-actepasbl, koHueHTpauus (C1-Esterase Inhibitor,

850 concentration; C1-INH) fo8 | 3245

12.5. Untokumubl (Cytokines)

210 NHTtepnenkun-1B (UJ1-1B) (Interleukin 1 Beta, IL-1) Jo3 | 2380

211 NHTtepnenkun-6 (UJ1-6) (Interleukin 6, IL-6) Jo2 | 2380

212 NHTtepnenkun-8 (1J1-8) (Interleukin 8, IL-8) Jo3 | 2380

213 NHTtepneinkunn-10 (UJ1-10) (Interleukin 10, IL-10) Jo9 | 2380
®dakTop Hekposa onyxonun-a (PHO-a) (Tumor Necrosis Factor Alpha,

214 TNF-a, Cachectin) fo3 | 2380




MeguurHcKnia

UeHTp

CAHATOPHW

SHAHWE

13. AHTEPO®E

POHOBBbIW CTATYC (Interferon Status)

13.1. UnTepdepoHosbinn ctaTyc (Interferon Status)

1043

VccneposaHue nHTepdepoHoBoro ctatyca (Study of Interferon

Ho 12

Status)

3040

13.2. UnTepdepoHoBbiit cTaTyc (4 NnokasaTens) C onpeaesieHMeM 4YyBCTBUTESNIbHOCTU K Npenaparam

nHtepdepoHa (Interferon Status (4 Parameters))

* TecTbl BbINONHAIOTCSA B KOMMiekce ¢ Tectom N2 1043

1044 WHrapoH (Ingaron) Ho12 | 625
1047 PeadepoH (Reaferonum) Ho12 | 625

13.3. UnTepdepoHoBbIi cTaTyc (4 nokasaTens) C onpeaesieHMeM YyBCTBUTENIbHOCTU K UHAYKTOPam

nHTepdpepoHa

(Interferon Status (4 Parameters))

* TecTbl BbINONIHAIOTCSA B KOMIJiekce ¢ TectoM N2 1043

1050 AmukcnH (Amixin) Jo12 | 625
1051 Karouen (Kagocel) Jo12 | 625
1052 Heosup (Neovir) Jo12 | 625
1054 Lunknodepon (Cycloferonum) Ho12 | 625
13.4. UnTepdepoHosbin ctatyc (4 nokasaTens) ¢ onpeaeneHneM Y4yBCTBUTENbHOCTU K
ummyHomopaynatopam (Interferon Status (4 Parameters))
* TecTbl BbiNOJIHSAIOTCA B KoMneKkce ¢ Tectom N2 1043
1055 anasut (Galavit) Jo12 | 625
1064 N3onpuHosuH (Isoprinosine) Ho12 | 625
1057 NmmyHan (Immunal) Jo12 | 625
1058 NmyHodaH (Imunofan) Jo12 | 625
1059 NmmyHomakc (Immunomax) Jo12 | 625
1066 NmyHopukce (Imunorix) Jo12 | 625
1060 JNukonupg, (Licopid) Jo12 | 625
1148 MaHasup (Panavir) Jo12 | 625
1061 MonunokcuaoHnin (Polyoxidonium) Jo12 | 625
1062 TakTtueuH (Tactivinum) Ho12 | 625
1063 TumoreH (Thymogen) Ho12 | 625
14. ANATHOCTUKA AYTOMMMYHHbIX 3AEOJIEBAHUI (Diagnosis of Autoimmune Diseases)
14.1. Cuctemuble 3aboneBaHus coeguHutenbHon TkaHm (Connective-Tissue Diseases, ctds)
AHTapepHble antuTena (A9A, aHTUHYKNeapHble aHTUTenNa), CKPUHWHI
125 (Anti-Nnuflear Antibodies,(ANA, Scree3|l1ing) P P Ho4 1625
AHTuTENa Knacca igg K asycnupanbHoit HaTtueHon [HK (aHTn-gcaHK
126 igg, aHTn-[HK) (Double-Stranded (Native) DNA igg Antibodies, Anti- Ho4 | 770
dsdnaigg)
AHTUHYKNeapHbIi dakTop, hep-2 cybetpat (AHD, TUTPBDI,
aHTUHYKNIeapHble aHTUTEeNa MeTO40M HenpsMo
1267 nMMyHodnroopecLeHUnn Ha npenapatax hep-2-knetok) (Antinuclear | [Jo9 | 1465
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-
Nuclear Antibodies detection, FANA, Titers)
AHTUTENa K ACOHK B CbIBOPOTKE KPOBU, MOATBEPXKAAOLWMIA TECT C
ncnonb3oBaHuem cybcTpata Crithidia luciliae, igg, MeTogom Henpamori
1586ADN VIMMyHOd)J’I}OOpeCLl,ZHLl,Vlsl (Crithidia luciliae indi?gct fluof:escent ’Eest Ho% 11385
(CLIFT))
1588 AHTuTena Kk numdoumnTam, Knacca igg o8 |1610




MeguurHcKnia

825

UeHTp

AHTuUTena Knacca igg K aKCTparupyemMmomy HyKneapHoMy aHTUreHy
(3HA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein
Antibodies, Anti-RNP)

Ho 4

CAHATOPHW

SHAHWE

1440

826

MaHenb aHTUHYKIeapHbIX aHTUTEN Npu cknepoaepMmun (pasaenbHoe
onncaHne aHTuUTen K aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, dpubpunnsapun, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), nmmyHo6noT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
pubpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-
52, Immunoblotting)

Ho 9

5010

827

AHTUHYKNeapHble aHTuTena (pa3genbHo Sm, RNP/Sm, SS-A (60 kna),
SS-A (52 kpa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsdna, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHo6noT (ANA:
Anti-Sm, RNP/Sm, SS-A (60 kda), SS-A (52 kda), SS-B, Scl-70, PM-
Scl, PCNA, CENT-B, dsdna, Histone, Nucleosome, Rib P, AMA-M2,
Anti-Jo-1, Immunoblotting)

Ho 9

3970

956

AHTuTena knacca igg K Hykneocomam (aHTUSAePHbIE aHTUTENa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, igg, Screening)

Ho 12

1440

4059

CKpUHUHI BbonesHel coeanHnTenbHol TkaHn (AT kK SHA,
aHTVHyKneapHbli dakTop (AHD))

Ho 9

2745

4060

CucteMHas KpacHasa Bon4yaHka, obcnegosaHune (AT K Hykneocomam,
AT K kapguonunuHy, igg; AT K KapanonUNnHY, igM; aHTUHYKeapHbIA
dakTop (AHD))

Ho 17

5100

4061

OnddepeHumanbHasa gnarHoctnka CKB n gpyrux peematnyeckmnx
3abonesaHuin (AT K HyKneocomam, aHTUHykneapHbii paktop (AHD))

Ho12

2745

4069

Mpodunb «CructemHas kpacHas BonyaHka (CKB), MoHUTOpUHT
akTnBHocTu (aHTn-ac-OHK igg, C3, C4 KOMMNOHEHTbI KOMMIEMEHTA)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA igg, C3 and C4 complement components) )

Ho 2

1590

1215

AHTuUTena K uMtonnasmaTnyeckum aHtureHam SS-A (Ro) ((SS-A
(52xpa)/ SS-A (60 kga), igg (Anti —SS-A, igg (Anti-SS-A-52 and anti-
SS-A-60 autoantibodies))

Ho5

1490

1216

AHTUTENA K K uMTONNasMaTndecknm aHturedam SS-A (52kpa), igg
(Anti-SS-A-52 autoantibodies, igg)

Ho5

1490

1217

AHTuueHTpomepHble aHTuTena CENT-B, igg (Anti-Centromere B
autoantibodies, igg)

Ho5

1490

1218

AHTUTENA K 3KCTParnpyemomy saepHomMy aHTureHy Sm, igg (Anti-Sm
autoantibodies, igg)

Ho5

1490

1219

AHTUTENA K 3KCTparnpyembiM saepHbiM aHTureHa RNP/Sm, igg (Anti-
RNP/Sm autoantibodies, igg)

Ho5

1490

1220

AHTtuTena Kk ructoHam (Histone), igg (Anti-Histone autoantibodies, igg)

Ho 5

1490

1221

AnTtuTena Kk mutoxoHapusm (AMA-M2), igg (Anti-AMA-M2
autoantibodies, igg)

Ho 5

1770

1224

AHTUTENA K UMTOMMNa3MaTUYeCcKnum aHTureHam SS-A (60kaa), igg
(Anti-SS-A-60 autoantibodies, igg)

Ho 5

1490

1225

AHTUTENA K UMTOMMNasMaTnYeckomy aHTureny Jo-1,igg (Anti-Jo-1
autoantibodies, igg)

Ho 5

1490

1226

AHTUTENA K UMTOMNasmMaTuiecknum aHtureHam SS-B (La), igg (Anti-
SS-B autoantibodies, igg)

Ho 5

1490

1228

AHTuTena K aHtureny Scl-70, igg (Anti-Scl-70 autoantibodies, igg)

Ho 4

1490




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
1229 AHTVITeJ.'Ia K !om69covv|aanomy 6enky P (Rib-P), igg (Anti-Rib-P o5 | 1490
autoantibodies, igg)
1232 AHTuHyKNeapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies) Ho5 |1480
14.2. Autudocponunuanbin cuiapom (Antiphospholipid Syndrome, APS)
AHTuTENa knaccos igm v igg K pocdonunuaam (Anti-Phospholipid
157/138 Antibodies, APA, igm, igg) Ho6 | 985
190 BonuaHouHbiin aHTukoarynaHTt (BA) (Lupus Anticoagulant, LA ) 1 965
966/74 AHTVITeJ'Ia. Knaccos igg v igm K docdatuaumncepuHy (Anti- fo11 | 2075
Phosphatidylserine, igg, igm)
AHTVTENa Knaccoe iga, igm, igg K KapAnonunuHy, CKPUHNHP
967 (Cardiolipin Antibodies iga, igm, igg, acl, Screening) Ho5 11405
968 AHTuTeEna Knacca iga k kapavonunuHy (Anticardiolipin iga, acl iga) o5 | 985
969 AHTuTena knacca igg Kk kapanonununy (Anticardiolipin igg, acligg) o7 |1055
997 AHTuTena knacca igm k kapavonunuHy (Anticardiolipin igm, acl igm) Ho5 |1430
AHTUTENna Knaccos igg, iga, igm K 6eTa-2-rnnmkonpoTemnHy 1, cyMmMapHoO
1284 (Anti-B2-Glycoprotein 1 Antibodies, anti-B2-GP1, igg, iga, igm, Total) Ho5 11430
AHTUTEna knaccos igg 1 igm K pocdaTngmncepuH-npoTPoMOMHOBOMY
1340 komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Ho10 | 1590
Antibodies, Anti-PS/PT, igg, igm, Total)
1341 AHTuTena knacca igg K aHHekcuHy V (Annexin V Antibodies, aanv, igg) | o 12 | 1475
1342 AHnTuTena knacca igm K aHHekcuHy V (Annexin V Antibodies, aanv, igm) | Jo 12 | 1475
MaHenb aHTUdochoNUNUAHbLIX aHTUTEN, igg, igm MeToAoOM 4OT-
1378 NMMYHOaHa 13, Ka4eCTBEHHbI TECT B CbiIBOpPOTKe Kposu (Anti- o9 |9915
Phospholipid Antibodies Panel)
4062 AT K kKapgmonunuHy, igg, igm Ho 10 | 2355
4063 dunarHocTtuka BTOpVIH.HOF(.) aHTUdochonunuaHoro cnuHppoma (AHD, No14 | 3740
AT K KapaonunuHy, igg, igm)
AHTdOCHONMNNAHBIN CUHOPOM, Pa3BEPHYTOE CEPOSIOrMYeckoe
4064 nccneposanve (AH®; AT Kk KapavonunuHy, igg, igm; AT k 6eTta-2- Ho14 | 5085
ravKonpoTeunHy 1)
1669 AT K NpoTPOMOVHY, CKPUHUHI Ho7 |1145
1670 AHTUTENa K 6eTa2rnMKonpoTenHy igg Ho7 | 1145
1671AB2M AHTUTENa K 6eTa2rnMKonpoTenHy igm Ho7 | 1145
1672 AHTUTENa K 6eTa2rnMKonpoTenNHy iga Ho7 | 1260
14.3. UmmyHHble dakTopbl 6ecnnoaus (Immunological Infertility factors)
AHTUTENa aHTUCMEepMarbHble B cbiBOpoTKe Kposu (Anti-Spermatozoa
223 Antibodies, ASA, Serum) Ho5 11250
AHTUTENa aHTUCcnepmanbHble B cnepme (Anti-Spermatozoa
224 Antibodies, ASA, Semen) Ho12 11645
14.4. PeBmaTtonpHblii apTpuT, nopa)keHus cyctasoB (Antiphospholipid Syndrome, APS)
44 PesmaTtoungHbiii paxktop (PP) (Rheumatoid Factor, RF) 1 385
1204 AHTUTENA K UMKNYECKOMY LUNTPYnnnHuposaHHomy nentuay (ALLLLIT) 1 1655
(Anti-Cyclic Citrullinated Peptide, anti-CCP)
AHTuTENa Knacca igg K kepatuHy (AHTUKepaTuHoBbIe aHTuTena, AKA,
965 AnTudunarrpuHosble aHtutena, AQA) (Anti-Keratin Antibodies, AKA, | 0o 9 | 2620
Anti-Filaggrin Antibodies, AFA, igg)




CAHATOPHW
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MeguurHcKnia
LEeHTP

AHTUTena knacca igg K MmoamunprpoBaHHOMY LIUTPYTMHUPOBaHHOMY
BuMeHTUHY (aHT-MLB) (Anti-Mutated Citrullinated Vimentin
Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies,
Anti-Sa Antibodies, igg)

1332 Ho9 | 1735

1333 PesmatoungHbiit dakTop, iga (PD iga; Rheumatoid Factor, RF, iga) Ho12 | 1465

Kpl/ICTaJ'IJ'IbI B Ma3Ke CMHOBUANbHOM XXUOKOCTU (MOHoypaT HaTpu4,

808 nupodocdat kanbuwms) (Synovial Fluid Smear, Crystals) Ho12 11995
MonekynapHo-reHeTuyeckoe nccneposanve HLA-B27 (Molecular

1334 Genetic Testing HLA-B27) Ho5 11995
OnuromepHblii MaTPUKCHbIN 6enok xpsauwa (Human Cartilage

1536 Oligomeric Protein, COMP) Ho7 13050

14.5. Backynutbl u nopaxenus nodek (Vasculitis and Renal Lesions)
AHTUTena knacca igg K 6asanbHoi MemMbpaHe KNybouYKoB NoYeK

807 (aHTn-BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, | Jo10 | 2010
i99)
AHTuTena knacca igg K untonnasme Heritpodunos (AHLIA) (Anti-

970 Neutrophil Cytoplasmic Antibodies, ANCA, igg) Ho10 11565
AHTUTEnNa KnaccoB igg, iga, igm K KNeTkam cocyaucToro aHAoTeN S

812 (HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, igg,iga, | Hdo12 | 1995

igm, Total)

AHTUTEenNa Knaccos igg, iga, igm K peuenTtopy docdonunnassl A2
822 (PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Jo12 | 3080
Anti-PLA2R, igg, iga, igm, Total)

AHTuTena Knacca igg K mvenonepokcugase (aHtu-MPO)

823 (Myeloperoxidase Antibody, MPO) Ho9 11465
AHnTuTena knacca igg k C1q paktopy komnnemenTa (Anti-Complement

837 19 Antibodies, Anti-c1q, igg) Ho12 11465

955 AHTuTena Knacca igg K npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 [o12 | 1465

Antibodies, PR-3-Antibodies, PR-3 ANCA, igg)

[MaHenb aHTUTEN K aHTUreHaM aHTUHEeNTPOdUIbHbBIX aHTUTeN (NaHenb
821 aHtureros AHLIA), igg (Anti-Neutrophil Cytoplasmic Antibodies, Jo12 | 3865
ANCA, igg, Panel)

[varHocTrKa rpaHynemMaTo3HbIX BaCKYIMTOB (aHTUHYKIeapHbI
4065 dakTop (AHD), AT k umtonnasme Hentpodunos (AHLLA/panca, Jo9 | 2875
canca), igg)

IuvarHocTtrka 6bicTponporpeccupytoLlero rinomepynoHedputa (AT K
4066 basanbHoi MmeMbpaHe Knybo4ykoB noyek, AT K uuTonnasme Ho9 | 3400
HeriTpodunos (AHLIA/panca, canca), igg)

[varHocTrka ayTOMMMYHHOIO NopaXeHns nodek (aHTUHYKNeapHbIi
4067 dakTop (AHD), AT k 6asanbHo MembpaHe Kiybo4KoB noyek, AT K Jo9 | 4780
unTtonnasme Hentpodunos (AHLIA/panca, canca), igg)

14.6. AyTOMMMYHHbIE 3HAOKPUHONAaTMN: caxapHbiii anabet 1-ro Tuna (Autoimmune Endocrinopathies:
Diabetes mellitus type 1)

AHTuTENa Knacca igg K 6eta-KnetTkam noaxenyno4Hon xxenesnol (Anti-

201 Islet Cell Antibodies, Islet Cell Autoantibodies, ICA) Ho12 | 1770

202 AHTuTENa Knacca igg K rnytamataexkapbokcunase (aHtu-GAD) (Anti- Mo12 | 2040
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, igg)

202CMYK AnTtuTtena k GAD (rnytamataexkapbokcunase), igg, nuksop (Anti-GAD o9 | 2290

(glutamic acid decarboxylase), igg, CSF)




MeguurHcKnia

UeHTp

200

AHTuTena knacca igg K nHcynuHy (Insulin Autoantibodies, IAA, igg)

CAHATOPHW

SHAHWE

Ho 12

805

1285

AHTtuTena K TuposnHdocdarase (IA-2) (Islet Antigen 2 Antibodies,
Anti-IA2 Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies)

Ho 12

1995

1286

AHTUTENa K aHTUreHaM KNeTokK noaxxenyao4dHon xxenesol GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

Ho 12

1995

14.7. Aytoumm

(Autoimmune Thyroid diseases)

YHHbI€ SGHAOKPpUHONAaTUn: ayTOMMMYHHbIE 3aboneBaHUs LLMTOBUOHOWM Xenes3bl

58

AHTuTEna K TupeoungHon nepokcunaase (AT-TMNO, MuKkpocomManbHble
aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
Antibodies, TPO Antibodies, tpoab, Anti-TPO)

665

57

AnTtuTena K TupeornobynuHy (AT-TI) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, tgab,
Anti-Tg Ab, ATG)

705

198

AHTUTENA K MUKpOocomanbHon ppakumm Tupeoumntos (AT K
MWKpOCcoMalibHOMY aHTUreHy TupeouuTtos, AT-MAIT, AMAT,
TUpeougHble aHTUMUKPOCcoMarsbHble aHTuTena) (Anti-Thyroid
Microsomal Antibodies)

Ho7

625

199

AnTtuTena k peuentopam TTI (AT K peuenTopam TUPEOTPONHOIO
ropMoHa B cbiBopoTke Kposu, AT-pTTr) (Thyroid-Stimulating Hormone
Receptor Antibodies, TSH Receptor Antibodies, tshrabs, TSH binding
inhibitor immunoglobulin, TBII)

Ho 6

1935

14.8. AyTOVIMMyHHbIe SQHOOKPUHOMATUWU: nNopaeHne Hagrno4ye4yHMKoB, ayTOMMMYHHasa NaToJiorud roHag
(Autoimmune adrenal and gonadal insufficiency)

AHTVUTeNa KNaccos iga, igm, igg K TKaHW AnYHKKa (aHToBapuasnbHble

1209 aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, iga, igm, igg, Ho12 | 1645
Total)
AHTMTENa KNnaccos iga, igm, igg K CTeponanpoayumpyoLLmMM KreTkam

1287 Hagno4dedHnka (ACIK), cymmapHo (Anti-Steroidal Cell Antibodies, Jo12 | 1465
stcab, Steroidal Cell Autoantibodies, SCA, iga, igm, igg, Total)
AHTMTEna KNnaccos iga, igm, igg K CTeponanpoayLMpyoLWLMM KreTKam
andka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular

1290 Anti-Steroidal Cell Antibodies, Testicular stcab, Steroidal Cell Ho12 11995
Autoantibodies, SCA against Testis, iga, igm, igg, Total)
AHTUTENa K CTepoUANPOAYLIMPYIOLVM KNeTKaM PenpoayKTUBHbIX

1291 TkaHen (Reproductive tissue steroid-producing cells Antibodies) fo12 | 3460

14.9. AytonmmyHHble 3aboneBaHus koxun (Autoimmune Skin Diseases)

809 AHTI/ITeJ'I.a K 6'a3a.anom MembpaHe Koxu, igg (Basement membrane fo12 | 2570
zone antibodies, igg)
AHTuTENa Knacca igg kK aecmocomam anvaepmuca (Desmoglein

813 Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, | do12 | 2775
igg)

1298 AHT.VITeJ'.Ia knacca igg K necmornenHy-1 (Desmoglein 1, DSG1 No12 | 2775
Antibodies, igg)

1299 AHT.VITeJ'.Ia knacca igg K necmornenHy-3 (Desmoglein 3, DSG3 No12 | 2775
Antibodies, igg)

1330 AHTuTena knacca igg k 6enky BP180 (Anti-Bp180 Antibodies, Bullous No12 | 2775

Pemphigoid (180 kda) Antibodies, Antibodies to BP Antigen 2, igg)




MeguurHcKnia

UeHTp

AHTuTena knacca igg k 6enky BP230 (Anti-Bp230 Antibodies, Bullous

CAHATOPHW

SHAHWE

1331 Pemphigoid (230 kda) Antibodies, Antibodies to BP Antigen 1, igg) Ho12 | 2775
Mpodunb «OdnarHocTnka 6ynnesHbix aepmatosos (AT K gecmocomam
4054 anuaepmunca, AT Kk 6asanbHon membpaHe Koxun)» (Bullous Dermatosis fo12 | 5075

Diagnostics profile (antibodies to epidermis desmosomes, antibodies
to skin basal membrane))

14.10. AyTOMMMYHHbIE NOPaXeHUs XenyaoYHOo-KuleyHoro TpakTa. Llennakusa (Autoimmune Disorders
of Gastrointestinal Tract (Gl Tract, GIT). Coeliac Disease)

AHTUTENA KNaccoB iga 1 igg K aHAOMU3MIO (aHTUIHAOMU3UIHbIE

972 aHtutena, ASMA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, | 0o 10 | 1475
iga, igg, Total)

810 AHTUTENA Krlacca iga k SHAoMM3MIo (aHTI/!SH,D,OMI./I3I/II/IHbIe aHTUTENa3, o9 |1420
ASMA) (Anti-Endomysial Antibodies, Anti-EMA, iga)
AHTUTENa KnaccoB iga, igg, igm K napueTanbHbIM KNeTKaMm XenynKa

805 (AMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti- Jo9 | 1745
Parietal cell antibodies, APCA, iga, igg, igm, Total)
AHTUTENa KnaccoB iga 1 igg K peTukynuHy, cymmapHo (Anti-Reticulin

o7 Antibodies, ARA, iga, igg, Total) Ho9 11505
AHTVTeNa Knacca igg K geammanpoBaHHbIM NenTuaam rnvagnHa

270 (Anti-Deaminated Gliadin Peptide, Anti-DGP, igg) Ho7 1920

571 AHTUTENa Knacca iga K jeammanpoBaHHbIM nentugam rnnagunnHa (Anti- o7 |920
Deaminated Gliadin Peptide, Anti-DGP, iga)
AHTUTeNa Knacca iga K TKaHeBoW TpaHcrntoTammuHase (Anti-Tissue

1282 Transglutaminase Antibodies, Anti-ttg, ttga, iga) Ho7 11315
AHTuTena Knacca igg K TkaHeBoW TpaHcrntotammHase (Anti-Tissue

1283 Transglutaminase Antibodies, Anti-ttg, ttga, igg) Ho7 11315
AHTuTena knacca igg K BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic

817 Factor, ifab, Intrinsic Factor Antibodies, igg) Hol2 11825
AHTUTENa Knacca igg K caxapomuuetam (anarHocTka 6onesHn

1335 KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, igg ) Ho9 11405
AHTUTENa Knacca iga K caxapomuueTtam (guarHoctika 6onesHm

1336 KpoHna) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, iga ) Ho9 11405
AHTuTeEna knacca iga k umtonnasme Hentpodunos (AHLIA) (Anti-

1357 Neutrophil Cytoplasmic Antibodies, ANCA, iga) Ho9 11405
InarHocTrka ayToMMMYHHOIO NaHKpeaTuTa U ApYyrux igg4-

944 accoummpoBaHHbIx 3abonesaHnin (Diagnosis of Autoimmune Ho12 | 2040
Pancreatitis and other igg4-Related Diseases)
CepoanarHocTnKa ayTOMMMYHHOIO racTpuTa 1 NepPHULIMO3HOM

4055 aHemuun (AT K napueTanbHbIM Knetkam xenyaka; AT K BHYTpeHHeMy Ho12 | 3380
dakTopy KacTna)
CepoanarHoctuika 6onesHn KpoHa v Hecneundunyeckoro 938eHHOro

4056 konuta (HAK) (AHLIA/panca, canca, igg; AHLIA/ANCA, iga; ASCA, igg, | o9 | 5495
iga)

4057 Llennakuns, ceponornyeckmnin CKPUHUHE (AT K 3I'-I,EI,OMVI3V|}O, iga; AT K o9 |2530
AeaMnamMpoBaHHbIM NenTaam rnnagviHa, igg; iga obu.)

4058 Ll,enmaKqu, ceponoruyeckas ,D,lflal'l-|'0CTl./IKa (AT k aHgoMu3uIo, iga; AT K o9 | 4160
TKaHeBOW TpaHCcriyTamunHase, iga, igg; iga obu.)

1338 KanbnpoTtekTuH pekanbHbili (Fecal Calprotectin) Jo9 |2950
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AHTUTENA KNaccoB iga 1 igg K OOKanoBUAHbIM KNEeTKaM KULEYHNKa,
1530BKK cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, iga, igg, Ho8 | 1405
Total)

AHTuTena knaccos igg 1 iga kK GP2 aHTUreHy LeHTpoaunHapHbIX

1551AALIK KNEeTOK NoaKenyao4Hon xenesbl (Anti-GP2) fo8 12315
AHTUTENa K auMHapHbIM KNleTKaM NOMKeNyA04YHOM Xenesbl, igg 1 iga
CYMMapHO (aHTUTENa K 9K30KPUHHOM YacTu NoOyKenya04HOM enesbl,

1532ATDK Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, Ho8 11405
PAB)

1617 AHTUTENna K aHTepoumTam, Knacca igg Ho8 |2300

14.11. AyToummyHHble nopaxeHus neyenun (Autoimmune Liver Diseases)

AHTUTEena Knaccos iga, igg, igm K MUTOXOHAPUAM
804 (AHTUMUTOXOHOpPWanNbHble aHTUTena, AMA), cymmapHo (Anti- o9 |1735
Mitochondrial Antibodies, AMA, iga, igg, igm, Total)

AHTUTEna Knaccos iga, igg, igm K rnagkon MyckynaType, CyMMapHoO
806 (Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, Ho9 |1735
ASMA, iga, igg, igm, Total)

AHTUTENa K MUKPOCOMaM NeYvyeHn 1 Novek, cyMmmapHo iga+igg+igm

819 (anti-liver kidney microsomal antibody, anti-LKM, igg+igm+ iga)

Jo9 | 1845

[MaHenb aHTUTEN Knacca igg npv ayTOMMMYHHbIX 3ab60/1eBaHUSX
neyenu (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-
1288 1,LC-1, SLA/LP, SSA/Ro-52), ummyHo60T (Autoimmune Disease Ho9 | 4145
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1,
SLA/LP, SSA/Ro-52, igg, Immunoblotting)

AHTUTENa Knacca igg K acManoraMkonpoTenHOBOMY peLenTopy (aHTu-
1289 ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti- Ho12 | 1995
ASGPR, igg)

14.12. AyToMMMyHHble HeBponoruyeckue 3abonesannsa (Autoimmune Neurological Disoders)

AHTUTena KnaccoB iga, igg, igm K akBanopuHy 4, CyMMapHO
936 (nmarHocTuka HempoonTtukomuenuta, NMO) (Aquaporin-4Receptor Jo12 | 3310
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, iga, igg, igm, Total)

AHTuTena knacca igg K ckenetHoiM Mbiwam (ACM) (Anti-Skeletal

937 Muscle Antibodies, astma, igg) Ho10 11465
AHTUTena knaccos igg 1 igm K raHrnnosungam (naH-6not: GM1; GM2-
938 GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatmabl), o9 | 6510

cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

Mwno3suT-crneumndudHblie aHTUTENa KNacca igg (nanH-6noT: Mi-2, Ku,
939 PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis- Ho9 | 4580
Specific Panel)

AHTUTENA K aLEeTUNXONMHOBOMY peLenTopy (axp, AnarHocTnKa
803 MuacTeHumn), cymmapHo (Acetylcholine Receptor Antibodies, Anti-achr, | Jo12 | 6 510
Total)

AHTUHeNpOoHanbHble aHTUTeNa Knacca igg (nann-6not: Hu (ANNA1),
Yo-1(PCAT1), CV2, Ma2, Ri (ANNA2), ampurdunsun) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNAT1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNAZ2), Amphiphysin))

953 Ho9 | 6510

AnTtuTena knacca igg NMDA (N-metun-D-acnaptaT) rnyramatHomy
954 peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies | o9 | 5000

igg)
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954CMXK

AnTtutena k NMDA rnytamaTtHoMy peuenTopy, igg, onpeaeneHne B
nuksope (aHTn-NMDAR igg, N-methyl-D-Aspartate Receptor
Antibodies, CSF)
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Ho 9

3335

4049

OnuvroknoHanbHbIN igg B NMMKBOPE (LepebpocnHanbHOM XUAKOCTH) 1
cbiBopoTke Kposwu (Oligoclonal igg, Cerebrospinal Fluid (CSF), Serum)

Ho 8

5000

1541

CBobopgHble nerkve uenn MMMyHOrnooynmHoB Kanna n nambaa B
nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin Free
Light Chains)

o 10

1975

204

N-TepMuHanbHbIV nponenTua, npokonnareHa 1 o6wwmin (Procollagen
Type 1 N-terminal Propeptide, PINP, Total)

Ho 2

1710

1538

AHTUTENA K MUENVIHY igg, METO[ HEMPSIMOI UMMYHO}TIOOPECLIEHLINM
(Anti-myelin antibody, igg, IF)

Ho7

1670

1581CB

AHTuTena k LGI1 1 CASPR2 (koMnoHeHTbl KOMMeKca KanmeBblX
KaHanos), igg, cbiBopoTka Kposu (VGKC-associated proteins LGI1 and
CASPR2 antibodies, serum)

Ho 9

6775

1581CMXK

AHTuTena k LGI1 1 CASPR2 (koMMnoHeHTbl KOMMeKca KanmeBblX
kaHanos), igg, nukeop (VGKC-associated proteins LGI1 and CASPR2
antibodies, CSF)

Ho 9

6775

1582CB

AHTuTena K peuentopam HelpoHos Tunos NMDA,CASPR, LGI,
AMPA1, AMPA2, GABAR1 knacca igg, pasgenbHo, onpegeneHve B
CbIBOpPOTKE

Ho 9

14 970

1582

AHTuTena K peuentopam HelpoHos Tunos NMDA,CASPR, LGI,
AMPA1, AMPA2, GABAR1 knacca igg, pasgenbHo, onpegeneHue B
nnKBope

Ho 9

15120

1584AN

AHTMHeNpOHanbHblE aHTUTENA, igg, MeTO, HENPSAMO
nmmyHodnyopecueHuun (Neuronal antibodies, igg, Indirect
immunofluorescence (IIF))

Ho9

3640

1585MUSK

AHTUTENa K MbllLEYHO-Ccreunduryeckom TMpo3rHKHase (aHTn-musk) B
cbiBopoTKe Kposy, (Muscle-specific tyrosine kinase (musk) antibody)

Ho9

6030

1537

KomnnekcHoe nccnegosaHve gns NCnosnb3oBaHWs B AnarHoCTiKe
paccesiHHOro CKepo3a: onpeaenieHne onmrokKoHanbHoro igg
(nKBOP, CLIBOPOTKA) M CBOBOAHBIX NErKunx Lenen MMyHOrNoByNnMHOB
(nvkBop)

Ho12

6610

14.13. AyToMMmMyHHble 3aboneBanus nerkux u cepaua (Autoimmune Lung Diseases,

Autoimmune Heart

Diseases)
AHTUTENa Knacca igg K cepaedHoin myckynaTtype (Mvokapay),
815 aHTMMUoOKapananbHble aHTuTena (Anti-Heart Antibodies, igg) Ho10 11565
AKTVBHOCTb aHrMoTeH3uH-npespatlatoero dpepmenTa (AMD)
844 cbiBOpoTKK KpoBu (Angiotensin Converting Enzyme, ACE, Serum) Ho12 | 2800
923 HeonTtepuH (HIM) B cbiBopoTKe Kposu (Neopterin, Serum) Jo12 | 1995
4068 Bocnanmenvable muokapavonatum (AT k mutoxoHapuam (AMA), AT fo12 | 3130
K cepae4YHon MycKynartype)
14.14. UmMyHHble TpomboumTtoneHmn (Immune Thrombocytopenia, ITP)
AHTUTENa Knacca K igg TpombouunTam, Henpsimoii TecT (Platelet
973 Antibodies igg, Indirect) Ho12 1 3390
15. AIJIEPTOJIOTMYECKUE UCCITEQOBAHUA (Allergy Examination)
OBC98 ,:\Aleg)prmq Ha »XUBOTHbIX, Nbinb, nnecexb (Allergy to Animals, Dust, 1 7505
OBC99 Anneprus Ha nuuiesble npoaykTol (Food Allergy) 1 10 585
OBC100 Anneprus Ha nnecenb (Mold Allergy) 1 2745




MeguurHcKnia

UeHTp

OBC101

‘ Anneprus Ha pacteHus (Plant Allergy )

K

CAHATOPHW

SHAHWE

| 5655

15.1. Annepronormnyeckune nccneaosaHus, TexHonorms immunocap (Allergy examination, immunocap

technology)

15.2. UmmyHornobynux E obumi (ige, Total)

67

VimmyHornobynuHbl knacca E (o6wmin ige, tmmyHornobynuH E o6umin)
(Immunoglobulin E Total, ige Total)

Ho 4

705

15.3. OnpepeneHue cneunduyeckux ige: kKomnnekcHole annepronaHenu (Determination of Specific ige:
Comprehensive Allergy Panels)

*OTBeT Mo KaXXaoMy afiepreHy us naHenu

665 MaHenb pa3Hble anneprensbl, ige (Panel Different Allergens, ige) Ho6 | 4580
6706 [MaHenb pasHble anneprexb 1 o6 |2080
6707 [MaHenb pasHble annepreHbl 2 o6 |2080
670 MaHenb neanatpuyeckas, ige (Pediatric Panel, ige) Ho6 | 4580
666 MaHenb pecnupaTopHble anneprenbl, ige (Respiratory Panel, ige) Ho6 | 4580
1881 Anneprounn ALEX2, 300 anneprokoMMnoHeHTOB 1 obLiuii ige Ho6 | 29295
6010 PecnvpaTopHas nanenb PROTIA Allerqy-Q (64 anneprexa) o4 | 9110
6011 Atonuyeckas naHenb PROTIA Allerqy-Q (44 anneprena) Ho4 | 7480
15.4. Onpepenenue cneunduyeckux ige: nuuiesble anneprenbl (Determination of Specific ige: Food
Allergens)
*O6wuiin pesynbTaT MO CMECU alJiepreHoB
669 MaHenb nuwiesble anneprenbl, ige (Food Allergy Panel, ige) Hoé6 | 4580
66911 Manenb anneprexos "lMuwesbie 1" Hoé6 | 2080
669112 MaHenb anneprexos "lMuwesble 2" Hoé6 | 2080
Cwmecb nuweBblx annepreHoB 1: anenbcuH, 6aHaH, 96510Ko, NepcuK, ige
637 (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Jo4 |1170
Peach, ige)*
Cmecbh nuueBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, ige
638 (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Ho4 |[1170
Pineapple, ige)*
Cmecb NULLLEBBIX annepreHoB 3: CBUHNHA, KYPUHOE MSCO, FOBAAMHA,
639 bapaHuHa, ige (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Jo4 |1170
Chicken Meat, Lamb, ige)*
677 AHaHac, ige (Pineapple, ige, F210) Ho4 | 555
998 AnenbcuH, ige (Orange, ige, F33) 1 555
611 Apaxuc, ige (Peanut, ige, F13) Jo4 | 555
676 BanaH, ige (Banana, ige, F92) Jo4 | 555
673 BapaHuHa, ige (Lamb, ige, F88) Jo4 | 555
649 Beta-nakTornobynuH, ige (Beta Lactoglobulin, ige, F77) Ho4 | 555
645 FoBagvHa, ige (Beef, ige, F27) Jo4 | 555
636 perindpyT, ige (Grapefruit, ige, F209) Jo4 | 555
641 peyHeBas MyKa, ige (Buckwheat, ige, F11) Jo4 | 555
650 KaseuH, ige (Casein, ige, F78) Jo4 | 555
642 KanycTta kouaHHas, ige (Cabbage, ige, F216) Jo4 | 555
646 KapTtodens, ige (Potato, ige, F35) Jo4 | 555
654 Kusw, ige (Kiwi Fruit, ige, F84) Jo4 | 555
634 Kny6Huka, ige (Strawberry, ige, F44) Jo4 | 555
608 Koposbe mornoko, ige (Milk, ige, F2) Jo3 | 575
614 Kpabwl, ige (Crab, ige, F23) Jo4 | 555
615 KpeseTku, ige (Shrimp, ige, F24) Jo4 | 555
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651 KypuHoe msco, ige (Chicken Meat, ige, F83) Jo4 | 555
635 Jlnumon, ige (Lemon, ige, F208) Jo4 | 555
675 Mawro, ige (Mango, ige, F91) Jo4 | 555
617 Mopkoss, ige (Carrot, ige, F31) Jo4 | 555
648 OBcaHas MyKa, ige (Oat, ige, F7) Ho4 | 555
632 Mekapckue apoxxxu, ige (Baker's Yeast, ige, F45) Ho4 | 555
674 Mepcuik, ige (Peach, ige, F95) Jo4 | 555
655 MueHble apoxxxu, ige (Brewer's Yeast, ige, F403) Ho4 | 650
647 Mpoco, ige (Common Millet, ige, F55) Ho4 | 555
610 MweHnyHas myka, ige (Wheat, ige, F4) Ho3 | 555
652 Puc, ige (Rice, ige, F9) Jo4 | 555
644 CsuHuHa, ige (Pork, ige, F26) Ho4 | 555
619 Cenbpaepen, ige (Celery, ige, F85) Ho4 | 555
612 Coesble 606bl, ige (Soybean, ige, F14) Ho4 | 555
616 Tomarbl, ige (Tomato, ige, F25) 1 555
609 Tpecka, ige (Codfish, ige, F3) 1 555
643 TbikBa, ige (Pumpkin, ige, F225) Ho4 | 555
613 dyHayk, ige (Hazelnut, ige, F17) Ho5 | 555
633 LLlokonap, ige (Chocolate, ige, F105) 1 555
653 A6noko, ige (Apple, ige, F49) Jo4 | 555
607 AuuHblii 6enok, ige (Egg White, ige, F1) Ho3 | 555
618 AuuHblii xenTok, ige (Egg Yolk, ige, F75) Ho3 | 555

15.5. Onpepenenue cneunduyeckmux ige: boitoeble anneprenbl (Determination of Specific ige:
Household Allergens)

*O6wuin pesynbtat no cmecu annepreHoB (Totall Result for Mixture of Allergens)

Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
602 ige (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, 1 1170
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, ige)*
623 Mnecenb Penicillium notatum, ige (Penicillium notatum, ige, M1) 1 555
624 II\W/IJ;ceHb Cladosporium herbarum, ige (Cladosporium herbarum, ige, 1 555
625 MneceHb Aspergillus fumigatus, ige (Aspergillus fumigatus, ige, M3) 1 555
626 Mnecenb Candida albicans, ige (Candida albicans, ige, M5) Jo4 | 555
627 Mnecexb Alternaria tenuis, ige (Alternaria tenuis, ige, M6) 1 555
631 HomawHsas nbinb/H1-Greer, ige (House Dust — Greer, ige, H1) Jo3 | 575
621 Knewy, Der.mato.phagmdes pteronyssinus (D1), ige (Dermatophagoides Mo3 |555
pteronyssinus, ige, D1)
622 iP;J;eB.tzli))ermatophagmdes farinae (D2), ige (Dermatophagoides farinae, Mo3 |555

15.6. Onpepenexue cneunduyeckmux ige: annepreHbl xmBoTHbix (Determination of Specific ige:
Allergens of Animal Origin)

*O6wwuin pesynbTaT Mo CMECHU allJiIEpreHoB

Cwmecb annepreHoB AOMaLUHUX IPbI3YHOB: 3MUTENNIA MOPCKOWN CBUHKMY,
3NUTENWNIN KPONMKa, INUTENUIA XOMSIKa, Kpblica, Mbillb, ige (EP70 (E6,

1070 E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Ho4 | 1170
Epithelium, Hamster Epithelium, Rat, Mouse, ige)*
605 Kouwika, ige (Cat Dander-Epithelium, ige, E1) Jo3 | 555
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606 Cobaka, ige (Dog Epithelium, ige, E2) Jo3 | 555
620 TapakaH, ige (Cockroach, ige, 16) Jo4 | 555
660 Mopckas cBuHKa, anutenuii, ige (Guinea Pig Epithelium, ige, E6) Ho4 | 555
661 BonHucTbili nonyraii, nepo, ige (Budgerigar Feathers, ige, E78) Ho4 | 555
662 Osua, anutenuii, ige (Sheep Epithelium, ige, E81) Ho4 | 555
663 Kypuua, nepo, ige (Chicken Feathers, ige, E85) Ho4 | 555

15.7. OnpeneneHune cneundunyecknx ige: anneprexol noinblbl pacteduii (Determination of Specific ige:
Allergens of Plant Pollen)

*Obwuii pe3ynbTaT Mo CMecu anjepreHoB

600

Cwmecb annepreHoB TpaBbl: e)Xxa cOOpHast, OBCAHHMLLA NIyroBas, PoXb
MHOroneTHsg, TuModeeBKa, MATANK nyroeoi, ige (GP1 (G3, G4, G5,
G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye
Grass, Timothy Grass, June Grass (Kentucky Bluegrass), ige)*

1115

601

Cmecb annepreHoB TpaBbl: KOJIOCOK AYLUWCTbIN, POXXb MHOIOJ1IETHAS,
TMOdEEBKA, POXKb KYNIbTUBUPOBaHHas, byXapHUK LWEePCTUCTLIN, ige
(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,
Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
Grass, ige)*

Ho 4

1170

603

CMmecb annepreHoB AepeBbeB: 0NbXa, NeLnHa 06bIKHOBEHHas, UBa,
6epesa, ayb, ige (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder,
Hazelnut, Willow, Birch, Oak, ige)*

1170

604

CMmecb annepreHoB COpPHOW TpaBbl: aMbpo3us NOSIbIHHOMINCTHaS,
nosibiHb O6bIKHOBEHHAS, MOOOPOXHNK, Mapb 6enas, 4epTononox
pycckuii, ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common
Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian
Thistle, ige)*

1225

657

Bepesa, nbinbua, ige (Birch, ige, T3)

Ho 4

555

640

Tonons, ige (Cottonwood, ige, T14)

Ho 4

555

656

Tumodeeska, nbinbLa, ige (Timothy Grass, ige, G6)

Ho 4

555

658

MonbiHb 0BbIKHOBEHHaS, MbinbLa, ige (Mugwort, ige, W6)

Ho 4

555

659

MonbiHb ropbkas, ige (Wormwood, ige, W5)

Ho 4

555

15.8. Onpepenenue cneunduyeckmux ige: npodpeccrmoHanbHble anneprenbl (Determination of specific ige:
professional allergens)

628 | Narexc, ige (Latex, igg, K82) | Oo4 | 555
15.9. Onpepenenue cneunduyeckmx igg: nuuesble annepredbl (Determination of Specific igg: Food
Allergens)
*O6wuin pesynbtat no cmecu annepreHoB (Totall Result for Mixture of Allergens)
Cwmecb nnwieBbix annepreHoB 1: anenbcuH, 6aHaH, S610Ko, NepcuK, iggy
6612 (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Jo4 |1170
Peach, igg)*
CMmechb NuLLEBbIX aniepreHoB 2: KMBWU, MaHro, baHaH, aHaHac, igg
6611 (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Jo4 | 1330
Pineapple, igg)*
CMmechb NULLEBbIX anfiepreHoB 3: CBMHMHA, KYPUHOE MSICO, FOBSIAMHA,
6613 bapaHuHa, igg (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Jo4 1170
Chicken Meat, Lamb, igg)*
531ALL OnpepeneHve cneu,md)mqecrfmx l/IMMyHOI"J'IO6'yJ'Il/IHOB knacca G (igg) K [o6 | 18010
nuwesbiM annepreHam (Basic Food Profile, igg)
6672 AHaHac, igg (Pineapple, igg, F210) Jo4 | 650
6667 AnenbcuH, igg (Orange, igg, F33) Jo4 | 650
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6645 Apaxuc, igg (Peanut, igg, F13) Jo4 | 650
6671 BanaH, igg (Banana, igg, F92) Jo4 | 650
6668 BapaHuHa, igg (Lamb, igg, F88) Jo4 | 650
6601 Bera-nakTornobynuH, igg (Beta Lactoglobulin, igg, F77) Ho4 | 650
6654 FoBapguHa (F27), anneprex-cneundudeckue igg (Beef, igg, F27) Jo4 | 650
6666 IEggg;ld)pyT (F209), annepren-cneunduyeckue igg (Grapefruit, igg, fo4 | 650
6644 i;Zequ?)Baﬂ myka (F11), annepreH-cneundunyeckue igg (Buckwheat, fo4 | 650
6602 KaseuH (F78), annepren-cneundunyeckue igg (Casein, igg, F78)) Jo4 | 650
6649 KanyCTa kouaHHas (F216), annepreH-cneundundeckne igg (Cabbage, Mo4 | 650
igg, F216)
6657 Kaptodenb (F35), annepren-cneundunyeckue igg (Potato, igg, F35) Jo4 | 650
6608 Kusu (F84), annepren-cneunduyeckue igg (Kiwi Fruit, igg, F84) Ho4 | 650
6659 Kny6Huka (F44), annepren-cneundunyeckue igg (Strawberry, igg, F44) | Jo4 | 650
6648 Koposbe monoko (F2), anneprex-cneundunyeckue igg (Milk, igg, F2) Ho4 | 650
6652 KpeseTku (F24), annepreH-cneundudeckue igg (Shrimp, igg, F24) Ho4 | 650
6603 KprHoe msaco (F83), annepreH-cneundpuueckue igg (Chicken Meat, Mo4 | 650
igg, F83)
6609 Jlnmon (F208), anneprex-crneunduyeckue igg (Lemon, igg, F208) Ho4 | 650
6670 Matro (F91), annepren-cneundunyeckue igg (Mango, igg, F91) Ho4 | 650
6656 Mopkosb (F31), annepreH-cneundudeckme igg (Carrot, igg, F31) Ho4 | 650
6661 OscsHas myka (F7), annepren-cneuundundeckne igg (Oat, igg, F7) Ho4 | 650
6664 ﬂeKapc.:Kme npoxoku (F45), annepren-cneundudeckune igg (Baker's Mo4 | 650
Yeast, igg, F45)
6669 Mepcuk (F95), anneprex-cneundudeckme igg (Peach, igg, F95) Ho4 | 650
MueHble apoxxku (F403), annepren-cneundunyeckne igg (Brewer's
6610 Yeast, igg, F403) Ho4 1650
6660 Mpoco (F55), annepren-cneunduyeckmre igg (Common Millet, igg, F55) | Jo 4 | 650
6658 MweHwnyHas myka (F4), anneprex-cneundudyeckue igg (Wheat, igg, F4) | Jo 4 | 650
6605 Puc (F9), annepreH-crneundunyeckue igg (Rice, igg, F9) Jo4 | 650
6653 CeuHuHa (F26), annepreHx-crneunduueckue igg (Pork, igg, F26) Jo4 | 650
6646 E;)f)Bble 606bI (F14), annepreH-cneundundeckue igg (Soybean, igg, Mo4 | 650
6607 Tomartbl (F25), annepren-crneuundunyeckme igg (Tomato, igg, F25) Jo4 | 650
6655 Tpecka (F3), anneprex-cneundudeckue igg (Codfish, igg, F3) Jo4 | 650
6650 ToikBa (F225), annepren-crneuundundeckme igg (Pumpkin, igg, F225) Jo4 | 650
6647 ®yHayk (F17), annepren-cneumnduyeckue igg (Hazelnut, igg, F17) Ho4 | 650
6665 Ilzlalgg)nan (F105), anneprex-cneunduyeckue igg (Chocolate, igg, Mo4 | 650
6606 d6noko (F49), annepreH-cneundudeckue igg (Apple, igg, F49) Jo4 | 650
6643 E};I)HHbIVI 6enok (F1), annepren-crneundunyeckme igg (Egg White, igg, Mo4 | 650
6662 E;I;;—lbll/l »enTok (F75), annepren-cneunduyeckue igg (Egg Yolk, igg, Mo4 | 650

15.10. OnpepenexHue cneunduyeckmx igg: boiTtoBbie anneprexbl (Determination of Specific igg:
Household Allergens)
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Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,

6619 igg (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Jo4 | 1170
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, igg)*

6614 I'Ine(?elHP Penicillium nptatum (M1), annepreH-cneundunyeckune igg Mo4 | 650
(Penicillium notatum, igg, M1)
Mnecexb Cladosporium herbarum (M2), annepreH-cneunduyeckune igg

6615 (Cladosporium herbarum, igg, M2) Ho4 | 650

6616 ﬂnecth.a Asperglllus fumlgatus (M3), annepreH-cneunduryeckmne igg Mo4 |635
(Aspergillus fumigatus, igg, M3)
MneceHb Alternaria tenuis (M6), annepreH-cneuuduyeckme igg

6618 (Alternaria tenuis, igg, M6) Ho4 | 650

6632 Knewy, Dermatophagmdes pterony55|‘nus (D7), annepreH- fo4 | 650
cneuundnyeckme igg (Dermatophagoides pteronyssinus, igg, D1)

6633 Knewy Dermatophago@es far.mae (D2), annepren-cneunduyeckme igg fo4 | 650
(Dermatophagoides farinae, igg, D2)

6634 Kneu.n, Dermatophagmdes microceras (D3), annepreH-crneundunyeckme No4 | 650
igg (Dermatophagoides microceras, igg, D3)

6635 Hdomawnas nb!nb/Greer (H1), annepreH-cneunduyeckme igg (House No4 | 650
Dust — Greer, igg, H1)

15.11. OnpepaeneHuve cneunduryecknx igg: anneprexbl xmBoTHbix (Determination of Specific igg:
allergens of Animal Origin)

6638 KO.LUKa: anuTenmii (E1), annepreH-cneundunyeckne igg (Cat Dander- Mo4 | 650
Epithelium, igg, E1)

6639 Co§aK§, anuTennii (E2), annepren-cneundunyeckue igg (Dog Mo4 | 650
Epithelium, igg, E2)

15.12 Annepronormyeckune nccnegoBaHus, TexHonorusa ankopbuo (Allergy examination, alkorbio

technology)
Anbda-naktanbbymun (nbos d4) (f76), ige (Alpha Lactalbumin, nbos

6024Ab d4 (F76), ige) o3 580

6025AB6 KasewuH, monoko (nbos d8) (f78), ige (Casein, milk, nbos d8 (f78), ige) Jo3 | 580

6026AE BeTa-.ﬂaKTOFJ'IO6yﬂI/IH, (nbos d5) (f77), ige (Beta Lactoglobulin, nbos d5 o3 |580
(f77),ige)
Bepesa 6opopgasuatas, rbet v1 (t215), ige (Birch, Betula verrucosa,

6027AB rbet v1 (t215), ige) Hos | 580
Bepesa 6opopasuatas, rbet v2 (t216), ige (Birch, Betula verrucosa,

6028AB rbet v2 (t216), ige) Ho3 1580

6029AE nOﬂbII.-Ib O6bIKHOBeHHaSF|', nartv3 (w233), ige (Mugwort, Artemisia Mo3 |580
vulgaris, nartv3 (w233), ige)

6030AE i(;l\él)er annepreHos nnecenn (mm?2), ige (Mixed mold allergen (mm?2), o3 |580

6031AE ﬂ,(.)MaLIJHFIF! nbinb (Hollister —Stier) (h2), ige (House dust (Hollister — o3 | 580
Stier)(h2), ige)
Koluka, cbiBOpoToUHbIN anbbymuH, rfel d2 (e220), ige (Cat, serum

6032AB albumin, rfel d2 (e220), ige) fo3 | 580
Cobaka, CbiIBOPOTOUHbIN anbbymuH, ncan f3 (e221), ige (Dog, serum

6033AB albumin, ncan f3 (e221), ige) fo3 | 580




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
Bblunii cbiIBOPOTOYHBIN anbbymuiH, nbos dé6 BSA (e204), ige (Bovine
6034AB serum albumlion, nbos d6 BSAy(e204), ige) ( ) ioe fo3 | 580
OBanbbymuH, anbbyMunH sn4yHblin, ngal d2 (f67), ige (Ovalbumin, e
6035AB albumin,)lngal d2 (f6y7), ige) ° (rer) ioe > fo3 | 580
6036Ab Osomykowup siua, ngal d1 (f68), ige (Ovomucoid egg, ngal d1 (f68),ige) | Do 3 | 580
6037AE i|;(;l;a]‘lb6yMl/lH anua, ngal d3 (f69), ige (Conalbumin egg, ngal d3 (f69), o3 | 580
6038AE ggoumm anua, ngal d4 (k208), ige (Lysozyme eggs, ngal d4 (k208), o3 | 580
6039AB Cos, rgly m4 (f353), ige (Soy, rgly m4 (f353) ige) Jo3 | 580
6040AB Apaxuc, rara h8 (f352), ige (Peanut, rara h8 (f352), ige) Jo3 | 580
6041ABb Malassezia spp. (m227), ige Ho3 | 580
6042Ab Cwmecb nyrossbix Tpas (gm1), ige (Mixed meadow grasses (gm1), ige) Ho3 | 580
6043AE iC;heA)er nuwesblx annepreHos (fm21), ige (Mixed food allergen (fm21), Mo3 | 580
6044AB An ocbl natHucToi (i2), ige (White-faced hornet (i2), ige) Jo3 | 580
6045AE i93(;}2)00:4 o6bikHoBeHHoI (i3), ige (Common wasp (Yellow jacket) (i3), fo3 | 580
6046AB Komap (i71), ige (Mosquito (i71), ige) Jo3 | 580
6047AB An wepwHs (i75), ige (European hornet (i75), ige) Jo3 |580
6048AB MNenvumnnun V (c2), ige (Penicilloyl V (c2), ige) Jo3 | 580
6049AB6 Orypeuy, (f244), ige (Cucumber (f244), ige) Jo3 |580
6050Ab Asokapo (f96), ige (Avocado (f96), ige) Jo3 | 580
6051ABb Apbys (f329), ige (Watermelon (f329), ige) Jo3 |580
6052Ab Monoko ko3be (f300), ige (Goat's milk (f300), ige) Jo3 | 580
6053Ab Yan (f222), ige (Tea (f222), ige) Jo3 | 580
6054Ab Aumenb (f6), ige (Barley (f6), ige) HNo3 |580
6055AB Abpukoc (f237), ige (Apricot (f237), ige) Jo3 | 580
6056Ab Buwns (f242), ige (Cherry (f242), ige) Jo3 | 580
6057Ab ManuHa (f111), ige (Manuna (f111), ige) Jo3 | 580
6058AB MaHpapuH (f302), ige (Mandarin (f302), ige) Jo3 | 580
6059ABb BaknaxaH (f262), ige (Eggplant (f262), ige) Jo3 | 580
6060AB Bpokkonu (f260), ige (Broccoli (f260), ige) Jo3 | 580
6061AB YecHok (f47), ige (Garlic (f47), ige) Jo3 | 580
6062A6 Mpnbbl (WwamnuHboHbl) (f212), ige (Mushroom (champignon) (f212),ige) | Jo3 | 580
6063AB MopconHeuHnk (w204), ige (Sunflower (w204), ige) Jo3 | 580
6064AB Pomawika (w206), ige (Chamomile (w206), ige) Jo3 | 580
6065AB6 CmopoaunHa kpacHas (f322), ige (Red currant (f322), ige) Jo3 | 580
6066Ab Cwmecb nuuesbIx annepreHos (fm2), ige Jo3 |1640
6067AB Cwmecb nuuiesbix annepreHos (fm4), ige Jo3 | 1270
6068AB Cwmecb nuuiesbix annepreHos (fm5), ige Jo3 |1775
6069AB Cwmecb nuuiesbix annepreHos (fmé), ige Jo3 | 1240
6070AB Cwmecb nuuieBbix annepreHos (fm7), ige Jo3 | 1270
6071AB Cwmecb nuuiesbix annepreHos (fm10), ige Jo3 | 1640
6072A6 Cwmecb nuueBbix annepreHos (fm18), ige Jo3 |2080
6073AB Cwmecb nuuesbIx annepreHos (fm22), ige Jo3 | 1105
6074AB Cwmecb nuueBbIx annepreHos (fm24), ige Jo3 | 1155
6075A6 Cwmecb nuuesbix annepreHos (fm70), ige Jo3 | 1375




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp
6076AB Cwmecb nuuesbIx annepreHos (fm71), ige Jo3 | 1375
6077Ab Cwmecb nuueBbIx annepreHos (fm72), ige Ho3 | 1105
6078Ab Cwmecb nuuesbix annepreHos (fm101), ige Ho3 | 1105
6079Ab Cwmecb nuuesbix annepreHos (fm104), ige Ho3 |1325
6080AB Cwmecb nepbes ntuu, (em1), ige Jo3 | 1105
6081Ab Cmecb nepbeB gekopaTusBHbIX NTuL, (em72), ige o3 |1095
6082Ab Cwmecb 9008 HacekoMmbix (im100), ige Ho 3 620
6083Ab Cmecb annepreHoB nbinbLbl AepeBbeB (paHHee uBeTeHve) (tm2), ige o3 |1220
6084Ab Cmecb annepreHoB nbinblbl AepeBbeB (no3aHee useteHne) (tm3),ige | o3 | 1505
6085Ab Cmecb annepreHoB nbifbLbl AepeBbeB (paHHee LBeTeHne) (tm5), ige Ho3 | 1105
6086Ab Cmecb annepreHoB nbinbLbl AepeBbeB (no3aHee useteHune) (tmé),ige | o3 | 1470
6087Ab Cwmecb annepreHoB nnecexr (mm1), ige Ho3 |1640
6088AB BuHorpap, (f259), ige (Grape (f259), ige) Jo3 | 900
6089AB KpeseTka Turposas (f179), ige (Tiger shrimp (f179), ige) Jo3 | 900
6090AB Jlococb/cewmra (f41), ige (Salmon (f41), ige) Jo3 | 900
6091AB Cenbpap (f205), ige (Herring (f205), ige) Jo3 | 900
6092AB Ckymbpusa (f206), ige (Mackerel (f206), ige) Jo3 | 900
6094Ab Bpasunbckuii opex (f18), ige (Brazil nut (f18), ige) Jo3 | 900
6097Ab Mopox (f12), ige (Pea (f12), ige) Jo3 | 900
6098AB ®aconb 6enas (f15), ige (White bean (f15), ige) Jo3 | 900
6099AB ObiHs (f87), ige (Melon (f87), ige) Jo3 | 900
6100AB Poxb (f5), ige (Rye (f5), ige) Jo3 | 690
6101AB moTeH (f79), ige (Gluten (f79), ige) Jo3 | 900
6102AB6 Coblp LLsenuapckuii (f70), ige (Swiss cheese (f70), ige) Jo3 | 910
6093AB Kamb6ana (f254), ige (Plaice (f254), ige) Jo3 | 900
6095AB Kokocosbiii opex (f36), ige (Coconut (f36), ige) Jo3 | 750
6096AB peukunii opex (f256), ige (Walnut (f256), ige) Jo3 | 900
6103AB Cbip Yenpep (f81), ige (Cheese, Cheddar (f81), ige) Jo3 | 610
6104AB Cblp c nneceHbio (f82), ige (Cheese, Mold-type (f82), ige) Jo3 | 610
6105AB Cbip 9pam (f150), ige (Cheese, Edam (f150), ige) Jo3 | 610
6106AB Cbip layna (f198), ige (Cheese, Gouda (f198), ige) Jo3 | 610
6107Ab TyHeu (f40), ige (Tuna (f40), ige) Ho3 | 610
6108AB Kykypys3a (f8), ige (Corn (f8), ige) Jo3 | 610
6109Ab Cnua (f255), ige (Plum (f255), ige) Ho3 | 610
6110ABb ActparoH (TapxyH) (f272), ige (Tarragon (f272), ige) Jo3 | 610
6111ABb TumbsaH (f273), ige (Thyme (f273), ige) Jo3 | 610
6112Ab MariopaH (f274), ige (Marjoram (f274), ige) Jo3 | 610
6113AB JliobucTok (f275), ige (Lovage (f275), ige) Jo3 | 610
6114AB Tmun (f265), ige (Caraway (f265), ige) Jo3 | 610
6115AB KappoamoH (f267), ige (Cardamon (f267), ige) Jo3 | 610
6116AB Bo3auka (f268), ige (Clove (f268), ige) Jo3 | 610
6117AB Cemsa deHxens (f219), ige (Fennel seed (f219), ige) Jo3 | 610
6118AB Basunuk (f269), ige (Basil (f269), ige) Jo3 | 610
6119AB Nmbupsb (f270), ige (Ginger (f270), ige) Jo3 | 610
6120AB Anuic (f271), ige (Anise (f271), ige) Jo3 | 610

16. UCCJIEQOBAHUE CIMNEPMbI N CBA3AHHBIE TECTbI (Semen analysis and related tests)




CAHATOPHW

SHAHWE

MeguurHcKnia
UeHTp

253 AHTUTENa aHTUCNEPMarbHble B CbiIBOPOTKe KpoBu (Anti-Spermatozoa o5 |1250
Antibodies, ASA, Serum)
AHTuTena aHTUcnepmarnbHble B cnepme (Anti-Spermatozoa

224 Antibodies, ASA, Semen) fo12 | 1645

17. UCCJNTEOQOBAHUA XXEJTYU (Bile Examination)

1570>KK ‘ ViccneposaHue »enyHbix kamHen (Gallstones diagnosis) ‘ o 10 ‘ 4 265

18. LUIUTOJTIOT'MYECKUE UCCJTEOOBAHNY (Cytological Examination)

18.1. X)KupgkocTtHas umronorus, okpawmsaHue no Nananukonay (Liquid-Based Cytology, LBC, Pap-Test)

** UccnepoBaHume N2 NLLX BbinonHgeTcsa B kKoMmnnekce ¢ nccneposaHmem N2 547N. UccnepoBaHue N2
NLUX Henb34 3aKka3aTb oTAeNIbHO!

518

YKupkocTHasa untonorus. LinTonormnyeckoe nccneposaHme
6uomatepuana werikn matkn (okpalveaHue no MNanaHukonay,
TexHonorus thinprep ©)*

Ho 6

1450

547N

LinTonornyeckoe 1 MUMMyHOLIMTOXMMNYECKOE UCCNIefOBaHNE C
Mapkepamu pl16ink4a n Ki-67 gna nogreep>kaeHnsa anucnnasum B
Ma3Kax CNU3NCTON LLUENKN MaTKN

Oo 11

8260

nuXx

NUX-nccneposaHue pl16ink4a n Ki-67**

o 16

6 355

2019

[Mporpamma CKpUHVHIa paka Wenkn matkm — onpepenenve JHK BMNY
M LMTONOrMYEeCKOe UCCliefoBaHMe CocKoba LWenKn MaTKn 1
LiepBUKasIbHOro KaHana MeTo0M XXWUAKOCTHOW uutonornm*

Ho5

1840

OBC70

OHKOPUCK XXEHCKUI: WelKa MaTKN: LNTONOrMYecKoe nccrnegoBaHmne
(Pap-TecT) + auddepeHumnposaHHoe onpeaeneHne JHK BIMY, 14
Tmnos (Kon.)

Ho 4

2745

18.2. Okpawusanue no lNMananukonay — Pap-tect (Papanicolaou Stain)

517

LinTonornyeckoe nccnenoBaHne bromatepurana Weku MaTku
(okpawwmsaHue no Mananukonay, Pap-tect) (Cytological Examination:
Cervix, Pap-test)

Ho 4

1720

519

LinTonornyeckoe nccnegoBaHne briomaTtepunana cockoboB BynbBbl U
BNaranvuia, Kpome ek maTku (oKpaluvsaHue no MNanaHunkonay,
Pap-TecT)

Ho 4

1200

18.3. OkpawmBaHue no PomaHoBckomy-I'mmse (Romanowsky-Giemsa Stain)

500

LinTonornyeckoe nccnegoBaHve matepuana, nosly4eHHOro npu
XNpyprnyeckKmnx eMellatenibCTtBax N opyrmx CPO4YHbIX nccnegoBaHnNAx
(Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)

o3

930

502

ViccnepoBaHvie cOCKOBOB 1 OTNeYaTKOB C MOBEPXHOCTU KOXU 1
cnusncTbix (Examination of Scrapings and Prints of Skin and Mucous
Membranes)

o3

510

503

ViccnepoBaHmne cCOCKOOOB 1 OTNEYaTKOB OMNyXOsNein 1
onyxonenonobHbix obpasosaHuii (Examination of Scrapings and Prints
Tumor and Tumor Like Formations)

o3

740

5042HA

WNccneposanne aHgockonmyeckoro matepuana (Examination of
Endoscopic Material)

Ho 3

740

504CBP

NcecneposaHus npoMbiBHBIX Bog, 6poHxoB (VccneaosaHne cMbIBOB ©
6poHxoB) (Examination of Bronchial Washouts)

Ho 3

740

505

WNcecnepoBaHmne cockoboB LWENKn MaTKu 1 LLepB1KaribHOro KaHana
(Examination of Scrapings: Cervix and Cervical Canal)

Ho 4

770




CAHATOPHW

SHAHWE

MeguunHcKnia
UeHTp

LinTonornyeckoe nccrnegoBaHne anUTENNS WENKN MaTKN C

5055 onuncaHem no TepmuHonorudeckon cucteme betecna (The Bethesda fo4 |770
System — TBS) (Cytological Examination of Cervical Epithelium with
Description on The Bethesda System, TBS)

506ACH I/Iccpe,u,osal.-me.acnmpaTa 13 nonoctu matku (Maskun) (Examination of Mo3 | 650
Uterine Aspiration )
ViccnepoBaHuve oTnevatka ¢ BHyTpumaTtodHon cnupanu (BMC)

S06BMC (Examination of Imprint Intrauterine Device, IUD) fo3 | 650

507MOM Nceneposarue moun (Examination of Urine) Ho 3 635

507MIKE MccnengBaHme BblAeNeHni N3 MonoYHoi xenesbl (Examination of Mo3 |635
Breast Discharge)
NccnepoBaHue TpaHccypaToB, akccyaaToB, cekpetos (Examination of

S07T3C Transudates, Exudates, Secrets) fo3 | 635

508 VcecnepgosaHue mokpoTbl (Examination of Sputum) Ho3 | 930

500NKE VccnepgoBaHuve nyHKTaTOB Moo4YHo xenesbl (Examination of No3 |740
Punctates: Breast)

509KOXX VccnepgosaHuve nyHkTaToB Koxu (Examination of Punctates: Skin) Ho3 | 740
VccnepgoBaHuve nyHKTaTOB Apyrux opraHos 1 TkaHen (Examination of

510 Punctates: Other Organs and Tissues) fo3 | 930
LinTonornyeckoe nccnepoBaHne NyHKTaTa LWMTOBUAHON Xenesbl C

5106 onuncaHneM no TepmuHonormndeckol knaccudukaunm betecaa (The o3 |770
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
Fine-Needle Aspiration (FNA))
Llntonornyeckoe nccrnenoBaHve cockoba (Maska) CnMsncTon

512 ob6ono4km nonoctu Hoca (oaHa nokanusauus) (Cytological o3 |920
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))
ViccnepoBaHue aHOOCKOMNYECKOrO MaTepurana Ha Hannyme

514 Helicobacter pylori (Examination of Endoscopic Material: Presenceof | Jo3 | 855
Helicobacter pylori)

18.4. KoHcynbTaumsa rotosbix npenapatoB (Cytological Examination of Early Stained Slides with

Cytological Smear)

5000 KoHcynbTaums rotoBbix LMTOMOrMYecKux npenapaTos (0HO CTEKO) o3 |510
(Consultation of Finished Cytological Preparations (1 Glass))

19. TMCTOJIOTMYECKUE NCCINEOQOBAHUY (Histological Examination)

19.1. N'ucTonornyeckue uccneaoBaHus C OKpallMBaHMeM rematokcunumH-so3unHom (Histology,
hematoxylin and eosin stain (H&E stain, HE stain))

** UccnepoBaHue N2 528 BbinonHaeTca B Komriekce ¢ uccneposaHmem N2 511. UccnepoBaHue N2 528
HeNb3s 3aKa3aTb oTAeNibHO!

511

'McTonormnyeckoe nccnegoBaHne BMONCUINHOIrO MaTepuana u
MaTtepuana, NoJly4eHHOro NPV XMPYPruyecKrx BMeLlaTenbCTBax
(3HOOCKOMMYECKOro MaTepurana; TKaHen »XEHCKOW NoIoBO CUCTEMBI;
KOXXW, MSAFKMX TKaHEN; KPOBETBOPHON 1 NMMMIOUNLHON TKaHEN; KOCTHO-
XPALLEBON TKaH)*

Ho 8

2290

534

BroncuitHasa guarHocTnka gepmaTto3oB - Mopdosiormyeckoe
nccnepoBaHvie 61MoONTaToOB B LENsSX ANarHOCTUKYM 3a601eBaHNN KOXKM
(kpome HoBoobpasosaHuii) (Pathology of skin biopsyes)*

Ho7

2460

524

acTpuT, accoummpoBaHHbili ¢ Helicobacter pylori (ructonoruyeckuii
npodunb) (Helicobacter pylori Associated Gastritis)*

Ho 8

4 350




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

McToxnmmyeckoe nccneposarve Helicobacter pylori (cnvsb)

516 (Helicobacter pylori, Mucus, Histochemical Study)* Ho8 12290
KoHcynbTaums rotosbix rMcTonorndeckmx npenapatos (1 ctekno + 1

5110 6nok) (Consultation of Finished Histological Preparations (1 Glass + 1 Jo5 |1375
Block))
KomnneKkcHasa ructoxmmmyeckas AnarHocTiika 3aboneBaHuii BepXHUX
otgenos XXKT (nuwesoaa, xenyaka, ABeHaauaTUNepCcTHOM KULLIKK)

551 . . . . Ho7 | 3350
(Complex morphological and histochemical assessment of diseases
upper digestive system)

508 FMCTonorrljeCKoe nccnepoBaHune buonTatoB xenyaka (PAS- Mo3 |335
peakuus)

579 McToXMMMYecKoe nccnegoBaHe 6MONCUINHOIO U onepaLoHHOro No3 |3350
mMaTtepuana
ISO-cepTrdnLmMpoBaHHOE NPON3BOACTBO MNCTONIOMMYECKMX

581 MPenapaTo. ¢ PyTUHHBIMI OKPackamm U3 AOCTaBeHHOrO } No41 | 6110
dburKcnpoBaHHoro 6roncuiiHoro Matepuana c AekanbLUuHaunein
(TpenaHobuonTaTbl 1 06Pa30BaHNS KOCTEN).

5501 MonekynapHo-reHeTnyeckoe nccnenosaHve npu menaHome (BRAF, o9 | 11770
NRAS)

5502 Mo.neKynﬂpHo-reHequecr(oe nccnegoBaHue npu GIST-onyxonsax o9 |16555
(ckit, pdgfra)

5503 MonekynapHo-reHeTM4YecKoe nccnegoBaHue npu pake xenygka (MSlI, o9 |15470
HER?2)
MonekynsipHo-reHeTM4ecKkoe nccnegoBaHme Npu KONopPeKTanbHOM

5504 pake (BRAF, KRAS, NRAS, MSI) Ho9 126370
MoneKynspHo-reHeTM4eckoe nccnegoBaHue Npu pake nerkoro

5505 (BRAF, KRAS, EGFR, HER?2) Ho9 114995

5510 MoneKynquo-vreHequeCKoe nccnenoBaHne KONMMMHOCTN FeHOB Npu o9 | 10905
pake MonoyHowm xenesbl (19 reHos)
MonekynspHo-reHeTM4eckoe nccnegoBaHme Npu pake Tena MaTku

5511 (MSI, POLE) o9 | 9705

5512 BoisBneHune tpaHcnokauunii EML4-ALK, ROS1 n myTtaunii B reHe MET Ho9 |17920
MonekynsapHoe nccnegosaHue paxka npoctatbl (MI'M: PTEN, RB1,

7020 TP53. BRCA1/2) o9 |13140

511K MynbTudokanbHasa buoncus MK Ho8 | 6605

51104 [MaTonoroaHaToMn4yeCcKoe 1ccrefoBaHne onepauoHHOro MaTtepurana fo6 | 4610
(o 6-Tv napadrHOBbIX 6SIOKOB)

51105 [MaTonoroaHaToMn4yeCcKoe 1ccrefoBaHne onepauoHHOro MaTtepurana o6 |4610
(6onee 6-T1 NnapadrHOBbIX 610KOB)

OEC193 KomnneKCng uccnenosaHme a60pTI{IBHOFO mMaTtepuana, CKpUHUHI o9 |11750
(Study of miscarriage tissues, screening)

OEC194 KomnnekcHoe nccnepoBaHne abopTUBHOIo MaTepurana, pacluMpeHHoe o013 | 25505

(Comprehensive study of miscarriage tissues)

19.2. UmMmyHoructoxnmmyeckue nccneposanus (Immunohistochemical Examination)




MeguurHcKnia

UeHTp

PLLUM-I

VIMMYHOMrMCTOXMMNYECKNI CKPVHUHI paKa LWEeNKM MaTKn —
nccnenoBaHne OBYX MapKepoB Ans paHHEN ANarHOCTUKN ANCMasum ¢
BbICOKOU CTEMEHbBIO PMCKa 03/10KavyecTBeHus: pl6éinkda + Ki-67
(6uiomaTepwuan, dukcrpoBaHHbI B dopmanvHosom bydepe) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16ink4a + Ki-67, Inmunohistochemical
Screening (Fixed Biomaterial in Formalin Buffer))*

Ho 9

CAHATOPHW

SHAHWE

10120

PLLIM-b

VIMMYHOMrMCTOXMMNYECKNI CKPUHUHI paKa LWEeNKM MaTKn —
nccnenoBaHne OBYX MapKepoB AN paHHEN ANarHOCTUKN ANCnasum ¢
BbICOKOI CTEMEHbBIO PUCKa 03/10KavyecTBeHus: pléinkda + Ki-67
(6uomaTtepwman, dukcpoBaHHbI B napaduHosom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16ink4a + Ki-67, Inmunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

Ho 9

10120

PM>X-I

Pak MonoyYHo xenesbl — KOMMIEKCHbI UMMYHOTMCTOXVMNYECKUIA
npodunb (Briomatepunan, PUKCUpoBaHHbIN B popmannHosom bydepe)
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed
Biomaterial))

Ho 9

20095

PM>X-b

Pak MonoyYHo xenesbl — KOMMIEKCHbI UMMYHOTMCTOXVMNYECKUIA
npodunb (Briomatepuran, PUKCUPOBaHHbIN B napaprHOBOM BrioKe)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

Ho 9

20 095

525

PeuenTopbl K aCTporeHam 1 NporecTepoHy, UMMYHOrMCTOXMMNYECKOE
nccneposaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

Ho 9

8225

5251

PeuenTopbl K acTporeHam 1 NporecTepoHy, UMMYHOIMCTOXMMNYECKOE
nccnegosaHve (briomaTepuan, GUKCMPOBaHHbIN B NapadHOBOM
6noke) (Estrogen and Progesterone Receptors, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

Ho9

8225

5111NX

Ki-67 (MIB-1) akcnpeccus, MMMYHOIMCTOXMMMYECKOE VCCliefoBaHNe:
oueHKa nponndepaTUBHON akTUBHOCTU Mo akcnpeccun Ki-67
(BuomaTtepwnan, dukcrpoBaHHbI B dopmanmHosom bydepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression
Ki-67, Immunohistochemical Study (Fixed Biomaterial in Formalin
Buffer))*

Ho9

6520

5222UIMX

Ki-67 (MIB-1) akcnpeccus, UMMYHOrMCTOXMMUYECKOE UCClefoBaHue:
oueHKa nponndepaTUBHON akTUBHOCTU Mo aKkcnpeccun Ki-67
(6uomatepuan, dukcpoBaHHbI B napaduHosom 6noke) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Ho9

6520

51121 X

HER2/neu akcnpeccus, HER2-cTtatyc, uMMyHOrMctToxmmmyeckoe
nccneposaxue, VIMX (bromatepunan GpUKCMpoBaHHbIV B
dopmanuHosom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Ho 9

8100

530FISH

Onpepenenne HER2 cTaTtyca onyxonu meToaom
nMMyHodnyopecuLeHTHo rubpuamnsaunn in situ (FISH) (Determination
of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ho 21

26 350




MeguurHcKnia

UeHTp

532X

Pak npeactaTenbHoO Xenesbl — KOMMEKCHOE
MMMYHOTrMCTOXMMUYECKOE NCCEefOBaHME C OLLEHKOWM 3KCMpPeccum:
anbda-meTunaumn-koa-pauemasbl (P504S, AMACR), untokepatmHoB
BbICOKOro MmonekynsipHoro Beca (34Be12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin (34Be12), p63)*

CAHATOPHW

SHAHWE

Ho 8

14210

533X

Pak npeactaTenbHo Xenesbl — KOMMEKCHOE
MMMYHOTMCTOXMMUYECKOE NCCNEOBaHME C OLLEHKOM 3KCMNpeccum:
anbda-meTunaunn-koa-pauemasbl (P504S, AMACR), untokepaTiHoB
BbICOKOro monekynsipHoro Beca (34Be12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin (34Be12), p63)

Ho 8

14210

5113UTMX

HER2/neu akcnpeccusa, HER2-cTtatyc, uMMyHormctoxmmmyeckoe
nccneposanue, IMX (bromaTepuan, puKcMpoBaHHbIV B NapadprHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

Ho 9

8100

5114UNTX

MIMMyHOrnctoxmmmnyeckas oMarHoCTVIKa XPOHMYECKOro aHAOMEeTpUTa
— BbisIBNeHune nnasmartuyeckux knetok (CD138) (buomatepuan,
durKcupoBaHHbIV B popmanvHoBoMm bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Formalin Buffer))*

Ho 9

6 420

5115UIMX

VIMMyHOrMCTOXMMMYEeCKas auarHoCTUKa XPOHNYECKOro 3HOOMEeTPUTa
— BbisIBNeHune nnasmartuyeckux knetok (CD138) (buomatepuan,
durKcupoBaHHbIl B napadurHoBoMm 61oke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Paraffin Block))

Ho9

6 420

5116UIMX

VIMMyHOMrMCTOXMMMYECKOE NCCNeOoBaHNe MapKepa paHHel
OVNarHoCTUKN JUCnnasmm ¢ BbICOKOW CTEMEHbBIO pucKa
o3nokavecTBneHus: p16ink4a (bromatepuran, pUKCUPOBaHHbIN B
dopmanuHosom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16ink4a, Immunohistochemical Study (Fixed
Biomaterial in Formalin Buffer))*

Ho9

5670

51171TX

VIMMYHOMrMCTOXMMMYECKOE NCCNEOBaHNE MapKepa paHHen
ONArHOCTUKM JUCMIasnn C BbICOKOKN CTENEHBIO PUCKaA
o3nokavecTBreHus: p16ink4a (briomatepuran, pUKCUPOBaHHbIN B
napaduHosom 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16ink4a, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

Ho9

5670

51181NT'X

MmmyHoructoxummnyeckoe (UIMX) nccneposaHvie: guarHocTvka
numdonponudepaTnBHbIX 3abonesanHnin (briomatepuan,
3aK/oYeHHbI B napaduHoBbiin 6n1ok) (Immunohistochemical diagnosis
of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ho 20

26 420

51191 X

NmmyHoructoxnmmnueckoe (UIMX) nccneposarvie: aMarHocTvka
numdonponudepaTnBHbIX 3abonesannin (briomaTtepuarn,
duKcmpoBaHHbI B dopmannHosom bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))*

Ho 20

26 420




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

MmmyHoructoxummnueckoe (UIMX) nccneposaHve: avarHocTvka
rMCTOreHe3a MeTacTa3oB MNPy HEYCTaHOBIIEHHOM NEPBMYHOM o4yare
(cnekTp MapKepoB Ans BbiSBNEHWS TKAHEBOW NPUHAANEXKHOCTN)
(BuiomaTepwman, 3aKodeHHbIV B napadprHOBbI H6/10K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

51201TX Ho 20 | 26 420

MmmyHoructoxnmmnueckoe (UIMX) nccneposaHve: aMarHocTvka
rMCTOreHesa MeTacTasoB Npu HeYCTaHOBJIEHHOM MEPBMYHOM o4are
(cnekTp MapKepoB Ans BbiSBNEHWS TKAHEBOW NPUHAQNEXXHOCTN)
(6uomatepuan, duKcMpoBaHHbI B dopmannuHosom bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

51211 X [o 20 | 26 420

OuddepeHunanbHasa guarHocTnka MmenaHomsl,
nmmyHoructoxummdeckoe (MMX) nccneposaHue, oueHka akcnpeccum
535 S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of Jo18 | 21870
malignant melanoma using assessment of the expression S-100, Melan
A (MART-1), HMB-45, SOX-10)*

OuddepeHunanbHaa guarHocTnka MmenaHomsl,
nmmyHoructoxummdeckoe (MMX) nccneposaHune, oleHka akcnpeccum
536 S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of Jo18 | 21870
malignant melanoma using assessment of the expression S-100, Melan
A (MART-1), HMB-45, SOX-10)

NmmyHornctoxmmmyeckoe nccnepgosanue (1 Mapkep): yTouHsolee

37 NI X-uccnepgoBaHuve ¢ ncnonb3oBaHveM 1 aHTuTena (Mapkepa) Ho11 11860
OnpepeneHune akcnpeccumn 6enka PD-L1 B TkaHK onyxonn MeToaom
NI X ¢ ucnonbsosanvem antuten k PD-L1 knoH SP263 (Ventana).
49 (PD-L1 expression in tumor tissue by IHC using PD-L1 clone SP263 Ho13 | 18830
(Ventana) antibodies).
OnpepeneHune akcnpeccum 6enka PD-L1 B TkaHK onyxonu Metoaom
NI X c ucnonbsosanvem aHtuten Kk PD-L1 knoH SP142 (Ventana).
550 (PD-L1 expression in tumor tissue by IHC using PD-L1 clone SP142 Ho13 |18 830
(Ventana) antibodies).
OnpepeneHune akcnpeccumn 6enka PD-L1 B TkaHK onyxonu MeTtoaom
NI X c ncnonbszosaHnem antuten k PD-L1 knoH 22C3 (Dako). (PD-L1
554 expression in tumor tissue by IHC using PD-L1 clone 22C3 (Dako) Ho13 | 26565
antibodies).
20. UNTOrEHETUYECKUE UCCJTIEOOBAHUA (Cytogenetic Examination)
20.1. Untorenetnyeckue uccneposanus (Cytogenetic Examination)
7811 VccnepgosaHuve kaproTtuna (KonnmyecTBeHHbIE U CTPYKTYPHbIE No17 | 7605
aHomanuu xpomocom) (Karyotype)
7312 ViccnepoBaHue KapuoTtmna (KOﬂMHeCT?eHHbIe I/IUCprKTyprIe o018 | 7730
aHOMarnu1m XpoMocoM) ¢ oba3aTenbHON Bblgavei KaprorpaMmmbl
7313 KapvoTtun nnopa (abopTHbIi maTepuan) o 23 | 15 655
7642 MoneKynsapHbI CKPUHUHI Ha MUKpogeneumm/ MMkpogynankauum Mo 20 | 8200
XPOMOCOM
777729 ViccnepoBaHmne XxpoMocoMm B abopTUBHOM MaTepuane, CKPUHUHT o9 |9125
777750 ViccnepoBaHmne XxpoMocoM B abOpTUBHOM MaTtepuane, pacllpeHHoe Ho9 | 21600
777794 XPOMOCOMHbBI MUKPOMaTPUYHbIN aHanns3 o 32 | 41675
777795 XMA abopTHOro matepuana Ho14 | 27 920

21. OHKOIEHETUYECKUE UCCJIEOOBAHWNY (Oncogenetic Examination)

21.1. OHkoreHeTnueckue uccneposaHus (Oncogenetic Examination)




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

LInToreHeTnueCcKnin aHann3 KNeToK KOCTHOro Mo3ra (kapvoTun)

777731 (Cytogenetic analysis of bone marrow (karyotype))

Ho8 | 8760

MLP aHanu3 xumepHoro reHa BCR/ABL - t(9;22), onpeaeneHve Tvna
TpaHckpunta BCR/ABL reHa - kauyectseHHas NLP (PCR analysis of
the chimeric BCR/ABL gene - t(9;22), determination of the BCR/ABL
gene transcript type - qualitative PCR)

777732 Ho10 | 2285

MLUP ananus otHocuTenbHon akcnpeccun reHa BCR/ABL p210 -
konuuecTteeHHas RQ MNLP (8 peanbHom Bpemeru) (PCR analysis of the
relative expression of the BCR/ABL p210 gene - quantitative RQ PCR
(real time)

777733 o 10 | 5480

WccneposaHve myTtaumoHHoro ctatyca BCR-ABL rena (meTop,
777741BCL npsiMoro cekBeHnposaHus no CaHrepy) (BCR-ABL1 Mutation Analysis | [lo 24 | 10 930
using direct Sanger sequencing, qualitative)

Ananus xumepHoro reHa BCR-ABL (FISH, konuu.) (Analysis of

777734 chimeric gene BCR-ABL, FISH, quantitative) Ho8 112290
Ananus nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene

777735 rearrangements FGFR1 (FISH, quantitative)) Ho8 12290
AHanus nepectpoek reHa pdgfrB(FISH, konuy.) (Analysis of gene

777736 rearrangements pdgfrB (FISH, quantitative)) fo8 112290
Ananus xumepHoro reHa FIP1L1/pdgfra(FISH, konuy.) (Analysis of

rrrrst chimeric gene FIP1L1/pdgfra (FISH, quantitative)) fo8 112290
Ananus myTauuii B 12 sk3oHe JAK2 reHa (MLP, kau.) (Analysis of JAK2

777738 Exon 12 mutations (PCR qualitative)) fo24 | 5480

777739 AHanuns MyT8Ll,I/II/I B reHe M.PL,.I'ILI,P, KayecTBeHHbI (Analysis of MPL Mo 24 | 5480
gene mutations, PCR, qualitative)
Ananus myTauuin, aeneuni, nicepumnii B reHe CALR (MLP, kau.)

777740 (Analysis of CALR gene mutations, deletions, insertions, PCR, o 24 | 5480
qualitative)
KapuoTtun onkorematonorudecknin (Karyotype, Hematologic

777769KQ Disorders, Peripheral Blood) Ho10 [ 8760

777742PML Ananus xumepHoro reHa PML/rara -t(15;17) (MLUP, kau.) (Analysis of 010 | 2285

chimeric gene PML/rara -t(15;17) (PCR, qualitative))

Ananuns xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MNLLP, kau.)
777743RUN (Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, Jo10 | 2285
qualitative))

AHanus xumepHoro reHa cbfB/MYH1- inv(16),t(16;16) (MLP, kay)
777744CBF (Analysis of chimeric gene cbfB/MYH1- inv(16),t(16;16) (PCR, Jo10 | 2285
qualitative))

AHanus nepectpoek 5 xpomocombl (FISH, konuu.) (Analysis of

777753Q5 chromosome 5 rearrangements (FISH, quantitative)) Ho8 112290
AHanus nepectpoek 7 xpomocomsbl (FISH, konny) (Analysis of

777748Q chromosome 7 rearrangements (FISH, quantitative)) Ho8 112290

Z7774L9MLL AHanus nepectpoek MLL rexa (EISH, konuy.) (Analysis of MLL gene o8 |12290
rearrangements (FISH, quantitative))

7777473Q AHanuns nepecTpoex 3q (FISH, konuu.) (Analysis of 3q rearrangements o8 |12290
(FISH, quantitative))

Z77751P Ananus geneuun 12p (FISH, konuy.) (Analysis of 12p deletion (FISH, o8 |12290

quantitative))




SHAHWE

CAHATOPHW

MeguunHcKnia
UeHTp

777752Q20 AHaJ'Il/.I3 Aeneumn 20q (FISH, konuu.) (Analysis of 20q deletion (FISH, o8 |12290
quantitative))
AHanu3s xumepHoro reHa MLL/AF4 -t(4;11) (MLP, kau.) (Analysis of

77T745MLL chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) [o10 | 2285
AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MLP, kau4.) (Analysis of

7TTT46E2A chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) [o10 | 2285
Ananus pgeneunn TP53 rena (FISH, konuy.) (Analysis of TP53 gene

TTTTNTPSS deletion (FISH, quantitative)) fo& | 12290
Ananus pgeneunn TP53 rena (FISH, konuy.) (Analysis of TP53 gene

T7TT54TPS5 deletion (FISH, quantitative)) fo& | 12290

777755IGH AHanuns nepectpoek IGH reqa (F'ISH, konuy.) (Analysis of IGH gene fo8 | 12290
rearrangements (FISH, quantitative))
AHanu3s TpaHcnokauum t(4;14)(p16;932) (FISH, konuuy.) (Analysis of

777756TH translocation t(4;14)(p16;932) (FISH, quantitative)) Ho8 12290
Ananus TpaHcnokauuu t(11;14)(q13;932) (FISH, konny.) (Analysis of

7777571QQ translocation t(11;14)(q13;932) (FISH,quantitative)) Ho8 112290
AHanuns moHocomuu, geneunn 13 xpomocombl — (del(13), -13) (FISH,

777792DEL konuy.) (Analysis of chromosome 13 monosomy, deletion — (del(13),- | do8 | 12290
13) (FISH,quantitative))
AHanuns moHocomuu, geneunn 13 xpomocombl — (del(13), -13) (FISH,

777758DEL konuy.) (Analysis of chromosome 13 monosomy, deletion — (del(13),- | do8 | 12290
13) (FISH,quantitative))
Ananus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis

7T77931GH of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) Ho& | 12290
Ananu3s tpaHcnokaumv t(14;16) (IGH/MAFB) (FISH, konud.) (Analysis

777759I1GH of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) Ho& | 12290

777761ATM Ananuns nepectpoek ATM rexa (FISH, konuu.) (Analysis of ATM gene fo8 | 12290
rearrangements (FISH, quantitative))
Ananu3s Tprcomun 12 xpomocombl (+12) (FISH, konny.) (Analysis of

777762M12 chromosome 12 trisomy (FISH, quantitative)) fo8 112290
AHanus Bcex crneundunyecknx abeppaunii Ha napadprHOBBIX cpe3ax

777774TQQ (ructofish, konuu.) (Analysis of all specific aberrations on paraffin Ho10 | 16915
slides (FISH Histology, quantitative))
AHanus TpaHcnokauum t(11;14)(g13;932) Ha napadpuHOBBIX cpe3ax

777790TQ (ructofish, konuy.) (Analysis of translocation t(11;14)(913;932) on Jo8 |16915
paraffin slides (FISH Histology, quantitative))
Ananus TpaHcnokauum t(11;18)(921;921) (FISH, konny.) (Analysis of

7777637QQ translocation t(11;18)(g21;921) (FISH, quantitative)) Ho& | 12290
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konuy.)

777764BCL (Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH, Jo8 |12290
quantitative))
AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napadvHOBbIX

777771BCL cpe3sax (ructofish, konnu.) (Analysis of BCL- 6 gene rearrangements Jo10 | 16915
(der(3)(g27)) on paraffin slides (FISH Histology, quantitative))
Ananus nepectpoek MYC rena ( t(8;14)(924;932)-t(2;8)(p11;924), t(8
:22)(924;911)) (FISH, konuuy.) (Analysis of MYC gene rearrangements

T7TT6SMYC | (4(8:14)(q24:032)-t(2:8) (P11:024), €8 122) (G24;ar1) (FISH, Ao 12290
quantitative))




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

AHanu3 TpaHcnokauum t(2;5)(p23;935) (FISH, konny.) (Analysis of

777766TQQ | 4o nslocation t(2;5)(p23;935) (FISH, quantitative))

Ho8 |12290

AHanus TpaHcnokauuu t(2;5)(p23;935) Ha napadrHOBbIX cpe3ax
777772TPQ (ructofish, konuu.) (Analysis of translocation t(2;5)(p23;935) on Jo10 | 16915
paraffin slides (FISH Histology, quantitative))

AHanus nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(921;q11) (FISH, konwny.)
777767BCL2 | (Analysis of BCL2 gene rearrangements o8 |[12290
t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH,
quantitative))

AHanus nepecTtpoek BCL2 reHa Ha napaduHoBbix cpe3sax (ructofish,
777773BCL2 | konunu.) (Analysis of BCL2 gene rearrangements on paraffin slides Ho10 | 16915
(FISH Histology, quantitative))

KayecTBeHHas oueHka Hann4ymsa comatnyeckon myTtaumm V617F B 14
726251-PH ak30He reHa JAK2 (Qualitative assessment of presence of gene JAK2 | o 10 | 2215
617F somatic mutation)

OBC132 Manenb MNepBuYHBIN MUenodpmnbpos o 23 | 19 635
OBC134 Manenb KpynHokneTo4yHas numdpoma o 23 | 27 275
OBC135 Manenb JIlumdpoma 13 KNeTok MaHTUNHON 30HbI o 23 | 27 275
OBC136 Manenb Ilumdpoma bepkuTta o 23 | 27 275
OBC137 MaHenb 'MNep303nHOPUNBHLIV CUHAPOM Ho7 | 37325
OBC138 MaHenb @onnukynapHaa numdoma Ho 23 | 27 275
OBC139 Manens MAJIT-numdoma Ho9 | 37325
OBC140 [MaHenb 3cceHunanbHag TpoMboUUTEMUS HNo 23 | 19 635
OBC141 NaHenb VicTnHHas nonuuntemums Ho 23 | 21020
OBbC142 Manenb OundodysHasa B-kpynHokneTouyHasa numboma Ho9 | 27275
OBC143 Eiiggﬁa),(péizr;ecmﬁ muenoneikos (Panel Chronic myelogenous o9 |13515
OBC144 Manenb OcTpble NMM$obnacTHbIe NeKo3bl Ho9 |12590
548 Onpepenenve skcnpeccun PDL1 Ho8 |10975
560 o e wonoanol menesm 1 mnonion 8 Groneriom vinepane | 808 [ 10975
562 Onpepenerne myTtauui B 18,19.20, 21 ak3oHax reHa EGFR Ho11 | 14 670
563 Onpepenenve runepakcnpeccuv reda HER2 (konuitHocTb rexHa) Jo8 |17325
565 Onpepenerve myTauui B 15 ak3oHe reHa BRAF IHo8 |7280

568 OnpepeneHne myTauui reHa pdgfra Ho11 | 20215
569 OnpepeneHne myTtaumi Bo 2,3,4 3k30He reHa KRAS Ho8 | 10395
571 OnpepeneHne myTauui Bo 2,3,4 ak30He reHa NRAS Jo8 | 10395
574 OnpepeneHve M1KpocaTennuTHol HectabunbHocTn (MSI) Jo8 | 5775

576 OnpepeneHne myTaumin reHa ckit Ho11 | 17 325
577 OnpepeneHne nepectpoek reHa ALK o8 |[11780
578 OnpepeneHne nepecTtpoek reHa ROS1 Jo8 |11780
777722 MyTtauunu B reHe POLE Ho8 | 7680

777723 MyTauun B reHe IDH2 HOo9 | 11045
777724 MyTauunn B reHe IDH1 Ho9 | 11045
777725 MyTaumsa PIK3CA Ho9 | 11045
777726 OnpepeneHve TpaHcnokauum 1p/19q Ho9 | 11045

777727 OnpepeneHne meTunmpoBaHnsa reHa MGMT Ho9 | 11045




MeguurHcKnia

UeHTp

777728

Onpepenerne abepaumnin C228T n C250T B reHe TERT

CAHATOPHW

SHAHWE

Ho 8

7 680

777730

MyTauun B reHe MET

Ho 8

11 045

582

MoneKynapHo-reHeTM4YeCcKoe NCC/e40BaHNE ONepaLioOHHOrO
MaTepuvana WITOBULHOM Xenesbl ANs onpenenenns MyTaumuii reHoB
KRAS, NRAS, HRAS, BRAF, TERT (Molecular genetic study of thyroid
surgical material to determine mutations of KRAS, NRAS, HRAS,
BRAF, TERT genes)

Ho 9

13 640

583

KOHch'IbTaTVIBHbII7I MPOCMOTP N MONEKYNAPHO-TreHeTN4YeCKoe
1ccrnegoBaHme WUTOBUAHOM Xenesbl.

o 13

15215

7655

AHanuns oTHocuTenbHo akcnpeccun reHa BCR/ABL p190,
konuuecTteeHHas RQ MNLP (8 peanbHom Bpemeru) (PCR analysis of the
relative expression of the BCR/ABL p190 gene — quantitative RQ PCR
(real time))

o 10

7970

777702

MyTauMOHHObIN CTaTyC reHoB BapunabebHbIX y4acTKOB
nmmyHornobynuHos IGHV, MUP (IGHV mutational status, PCR)

Ho 25

18 880

22. TEHETUYECKUE NMPEOPACIMOJIOXKEHHOCTMU (Genetic Predispositions)

* YkasaHHble cpoku MNLIP-uccnepoBaHuii He BKIOYalOT NpoBeAeHne NoATBEPXXAaloWmx Tectos (npu
HeobxoaumocTtn) (The duration of PCR tests specified does not include confirmatory tests (to be

conducted if n

ecessary))

22.1. Obpa3s xu3Hn n reHeTndeckmue daktopsbl (Lifestyle and Genetic Factors)

110n

MoproTtoBka Kk onepauun (resl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

Ho12

2775

110 1/B3

MoproToska K onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3
onvcaHusi pesynbTaTos Bpadom-reHeTukom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

Ho 9

2520

118MM

OnacHocTb npu NnpremMe oparsbHbIX KOHTpaLenTBoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

Ho12

1395

118 T1/B3

OnacHocTb npu NnpremMe oparsbHbIX KOHTpaLenTBoB (reHbl F2, F5)
(6e3 onvcaHns pesynbtaTtos Bpayom-reHeTnkom) (Risk of Oral
Contraceptives, ocs (Genes F2, F5) (without Description))

Ho9

1260

22.2. Penpopy

KTuBHoe 3poposbe (Reproductive Health)

7252AZF|

HapyweHus cnepmaTtoreHesa, 6 MapképoB (MVKpoaeneumm nokyca
AZF) (Spermatogenesis disorders (6 AZF))

Ho 15

2795

725263

HapylueHus cnepmatoreHesa, 6 MapkEpoB (MVKpoaeneumm nokyca
AZF) (6e3 onucaHns pe3ynbTaToB reHeTUKOM)

Ho12

2160

109111

YXeHckoe Becninoane 1 ocrnoxkHeHve bepemeHHocTn (rerbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapunoTun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA lI; Karyotype))

Ho 20

21975

108IT1

Xouy cTaTb MaMoit: ocrnoXHeHns bepemeHHocTu (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,
AGT, RHD))

o 19

18105

108IT1/B3

Xouy cTaTb MaMoit: ocroXxHeHns bepemeHHocTu (reqbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHusa pe3ynbTaTos
Bpayom-reHeTnkom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(without Description))

Ho 16

17 685

131N

CKNOHHOCTb K TPOMb603aM Npy 6epeMeHHOCTU: MUHUManbHas NaHesnb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2,F5))

Ho 12

1395




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

1311 T/B63

CKNOHHOCTb K TpOMb603aM Npy 6epeMeHHOCTU: MUHUMarbHas NaHesb
(reHbl F2, F5) (6e3 onvcaHuns pe3ynbTaToB BPayOM-reHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) (without
Description))

Ho 9

1260

140l

[MpuBbI4YHOE HEBbIHaWMBaHNe bepemMeHHOCTH, B T. Y. CKNOHHOCTb K
Tpomb0o3am npu bepemMeHHOCTU: paclunpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

Ho 12

4 955

140IT1/B3

[MpunBbIYHOE HEBbIHAWVBaHWE bepeMeHHOCTH, B T. Y. CKNOHHOCTb K
Tpombo3am npu bepemMeHHOCTU: pacluvpeHHas naHenb (reHbl MTHFR,
MTRR, MTR, F2, F5) (6e3 onuncaHusa pe3ynbTaToB BPayoM-reHeTUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

Ho 9

3815

1371

Bo3HMKHOBEHME M30MPOBaHHbIX NOPOKOB pa3BuTUS y nnoaa (rexsbi
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

Ho 12

1850

1371 T1/B3

BozHnKHOBEHME M301MPOBaHHbIX MOPOKOB Pa3BuUTUS y nnoaa (reHoi
MTHFR, MTRR, MTR) (6e3 onvcaHus pe3ynbTaToB Bpayom-
reHetvkom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

Ho 9

1680

14111

TpomMBOTUHECKMNE OCNIONKHEHUS NPY CTUMY ALK oBYnsiumm (reHsl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2, F5))

Ho12

1395

1411 T1/B3

TpombBoTNYECKIME OCNOXHEHUS NPU CTUMYNSALMK oBYyauuK (reHbl F2,
F5) (6e3 onncaHus pesynbTaToB Bpadom-reHeTukom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without
Description))

Ho 9

1260

7802CY]

BpoxxgeHHas runepnnasug Hagnove4yHnkos, reH CYP21A2, u.m. (Gene
CYP210HB, Freq. Mut.)

o 21

8 665

118MM

OnacHocTb Npuv NpreMe oparbHbIX KOHTpauenTneoBs (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

Ho12

1395

1181 T1/B3

OnacHocTb Npu Nnpreme oparsbHbIX KOHTpaLenTeoB (reHbl F2, F5)
(6e3 onuvcaHuns pesynbTtaTtoB Bpadyom-reHeTnkom) (Risk of Oral
Contraceptives, ocs (Genes F2, F5) (without Description))

Ho9

1260

120Mn

O6meH ponuesoii kucnoTbl (reHbl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

Ho12

1850

120IM/B3

O6meH ponuesoii kucnotbl (reHbl MTHFR, MTRR, MTR) (6e3
onuncaHusa pesynbTtatos BpadyoM-reHeTrkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

Ho9

1680

1241

HaCﬂeD,CTBeHHbIe cnydyaun paka MOJIOYHOW Xene3bl /v SU4HNKOB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

Ho12

2900

124T1/B3

HacneacTBeHHble CriyYamn paka MOIOYHOW Xenesbl /Uy SUYHNKOB
(reHbl BRCA1, BRCA2) (6e3 onuncaHns pe3ynbTaToB BpaioM-
reHetkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

Ho7

2600

1244[T1

HacnepcTBeHHble Criydan paka MOIOYHOM XXenesbl N/ SUMHUKOB
BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian
Cancer)

Ho 12

11120

107111

My»xckoe 6ecnnoaue (redbl AR, CFTR; AZF-pervion; kapuotun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

Ho 20

29 605




MeguurHcKnia

UeHTp

146[T1

eHeTuyeckne daxkTopbl Myxckoro 6ecrninoaus (reqbl AR, CFTR; AZF-
pervoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
Region))

SHAHWE

Ho 19

CAHATOPHW

19 560

76611

HapylueHus cnepmaTtoreHesa: paciuvpeHHas naHens (AZF-pervon)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

Ho 12

13830

766163

HapylueHus cnepmaTtoreHesa: paciuvpeHHas naHens (AZF-pervon)
(6e3 onvcaHns pesynbTaToB Bpadom-reHeTukom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

Ho 9

12530

1391 TIH

ecTO3bI U cbeTonnau,eHTapHaq HEeOOCTaTO4YHOCTb

o 14

10945

139IMH/B3

ecTO3bI U d)eTonnau,eHTapHaq HEeJOCTaTO4YHOCTb (663 onnmcaHm4a
pe3ynbTaTtoB Bpa‘-IOM-FeHeTVIKOM)

o 10

10745

155l

HacnepcTBeHHble cnyvan paka MOTOYHON enesbl U/ SUMHUKOB
CHEK?2, NBS1 (Hereditary Breast and/or Ovarian Cancer)

Ho 12

1199

155IM/B3

HacnepcTBeHHble cnyyan paka MOMTOYHON enesbl /U SUMHUKOB
CHEK?2, NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3
ONVCaHNs pe3ynbTaToB BPaYoOM-reHeTUKOM)

Ho 12

1199

22.3. HLA-Ttun

nposaHue u pesyc-dpaktop (HLA (Human Leukocyte Antigens) Typing

and Rh

factor)

7821RH

OnpepeneHve pesyc-daktopa (Rh factor Definition)

o 19

8390

7207TPOI

OnpepeneHve reHotuna pesyc-pakTtopa (RH factor Genotype)

o 19

12 355

720763

OnpepeneHve reHoTuna pesyc-dpakTopa (6e3 onvcaHns pesynbTaToB
BpadoM-reHeTrkom) (Genotype of RH factor Definition (without
Description))

Ho16

13550

3314GR

Pesyc-dakTop nnopa. BoiseneHne reHa RHD nnopa B kpoBu matepu
(RHD gene of the fetus in the mother's blood)

Ho 8

4030

1334

MonekynapHo-reHeTnyeckoe nccnepgosanune HLA-B27 (Molecular
Genetic Testing HLA-B27)

Ho5

1995

7831HL

TunuposaHue reHos cuctembl HLA Il knacca (redsl DRB1, DQAT,
DQB1) (System Human Leukocyte Antigen (HLA) Class Il, Typing
(Genes DRB1, DQA1, DQB1))

Ho 10

5305

22.4. Cucrema

ceepTbiBaHus kposu (Blood-Clotting Sequence)

11411

Tpombo3bl: paclumpeHHas naHenb (redol F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

Ho12

4580

1141 T1/B3

Tpombo3bl: pacwmpeHHas naHens (redsl F2, F5, MTHFR, MTRR, MTR)
(6e3 onvcaHus pesynbTaToB Bpadom-reHeTnkom) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without
Description))

Ho9

3815

19In

PaclwmnpeHHoe nccnenoBaHmne reHoB cUCcTeMbl remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

Ho12

5495

19IT1/63

PaclnpeHHoe nccnenoBaHmne reHoB cUcTeMbl remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onuncaHng pesynbTatos BpadyoM-reHeTrkom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

Ho 8

4275

123[T1

Tpombo3bl: cokpalleHHasa naHenb (renbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

Ho 12

3310

1231 T1/63

Tpombo3bl: cokpalleHHasa naHenb (reHbl F2, F5) (6e3 onvcanus
pe3ynbTaToB BpayoMm-reHeTnkoM) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

Ho 9

2 540




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

ViccneposaHue reHa dubpuHoreHa, nonuvopdusm FGB c.-467G>A

125 Fibrinogen gene study, polymorphism FGB c.-467G>A

Ho12 | 2325

ViccnepoBaHue reHa pubpuHoreHa, nonmvopodunsm FGB c.-467G>A
125IM1/B3 (6e3 onuvcaHus pesynbTaToB Bpadyom-reHeTnkom) Fibrinogen gene o8 |2390
study, polymorphism FGB c.-467G>A (without description)

MinepromouuctenHemus (ressl MTHFR, MTRR, MTR)

138rm (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

Ho12 | 6380

MinepromouuctenHemns (renbl MTHFR, MTRR, MTR) (6e3 onucaxusa
138IT1/B3 pe3ynbTaToB Bpadom-reHeTnkom) (Hyperhomocysteinemia (Genes o9 |1680
MTHFR, MTRR, MTR) (without Description))

'vineparperauns TpombouunToB, nonnmopdnsm reHa ITGA2 ¢.759 C>T

122rm Hyperaggregation of platelets, gene polymorphism ITGA2 ¢c.759 C>T

Ho12 | 2325

'vineparperauus TpombouunToB, nofnmopdnsm reHa ITGA2 ¢.759 C>T
1221 T1/63 (6e3 onvcaHus pesynbTaToB Bpayom-reHeTukom) Hyperaggregationof | lo8 | 2095
platelets, gene polymorphism ITGA2 c.759 C>T (without description)

TpombounTapHbii peuenTtop ¢ubpuHorena (reH ITGB3) (Platelet

72011 Fibrinogen Receptor (Gene ITGB3))

HJo12 | 1735

TpombounTapHbii peuentop ¢ubpuHoreHa (reH ITGB3) (6e3
720163 onvcaHus pesynbTaTtos Bpadom-reHeTukom) (Platelet Fibrinogen Ho9 | 1580
Receptor (Gene ITGB3) (without Description))

22.5. bone3nu cepaua u cocypos (Heart and Blood Vessel (Cardiovascular) Diseases)

ApTepvianbHas runepteHsus, nonHas naHenb (redbl ACE, AGT, NOS3)

129mM (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) Ho19 | 4200
ApTepvianbHas runepteHsus, nonHas naHens (redsl ACE, AGT, NOS3)
129rM/E3 (6e3 onvcaHns pe3ynbTaToB BpayoM-reHeTukom) (Arterial o016 | 4125

Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

ApTepuvanbHas runepTeHsunsi, CBa3aHHas ¢ HapyLeHUSMN B
121N peHvHaHrnoTeHsnHosol cucteme (renbl ACE, AGT) (Arterial Jo13 | 2325
Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))

ApTepuranbHag runepTeH3us, CBa3aHHas C HapyLLEeHNSMU B
peHvHaHrnoTeHsnHosol cucteme (reHbl ACE, AGT) (6e3 onvcaHus
pe3ynbTaToB Bpadom-reHeTnkom) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without Description))

121MM/B3 Ho10 | 2095

ApTepuanbHag runepTeH3us, CBa3aHHas C HapyLLeHUsSMn B paboTte
76111 sHpotenvanbHolt NO-cunTasbl (reH NOS3) (Arterial Hypertension, Jo19 | 2045
Endothelial NO-Synthase Disturbance (Gene NOS3))

ApTepuanbHag runepTeH3us, CBa3aHHas C HapyLLeHUsSMn B paboTte
sHpoTtenvanbHoli NO-cunTtasbl (reH NOS3) (6e3 onucanus

761163 pe3ynbTaToB Bpadom-reHeTnkom) (Arterial Hypertension, Endothelial Ho16 11475
NO-Synthase Disturbance (Gene NOS3) (without Description))

22.6. bonesHnun xenynoyHo-kuweyHoro Tpakta (Gastrointestinal Diseases)

e e e one o ooy ™ | moto [aers

77797 Dednuunt anbda-1-aHtutpuncuna, SERPINAT, y.m. [Ho18 | 3120

77799 MopaxkeHusa neveHu, renbl ATP7B, PNPLA3, SERPINA1, 4.m. Jo18 | 9 500

77801 HeankoronbHblin )xupoBow renatos, reH. PNPLA3, y.m. o 18 | 4070

22.7. bonesnuu ueHTpanbHoiit HepaHon cuctembl (Central Nervous System (CNS) Diseases)




CAHATOPHW

SHAHWE

MeguurHcKnia
LEeHTP

7641B-API

MpeapacnonoXXeHHOCTb K aTepocknepo3sy 1 6onesHn Anbureimepa
(Alzheimer's Disease)

Ho 19

2200

22.8. OHkonor

nyeckmne 3abonesaHus (Cancer Diseases)

124[T1

HacneacTBeHHble criyyaun paka MOIOYHOW xenesbl U/UAv SUYMHUKOB
(renbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

Ho 12

2900

1241M/B3

HacnepncTBeHHble cnyvyan paka MOMOYHOW Xenesbl U/Unn aUMYHUKOB
(renbl BRCA1, BRCA2) (6e3 onuncaHus pe3ynbTaToB BPa4oM-
reHetkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

Ho7

2600

15411

HacnepacteeHHble cnyvyan BRCA-accounmpoBaHHOro paka y My>X4YuH:
paK rpynoHo, NogyKenynoyHon, NpeacTaTenbHOM Xenes, pak anyex
(renbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2))

Ho 12

2900

1541 T1/B3

HacnepacteseHHble cnydyan BRCA-accounmpoBaHHOro paka y My>X4uH:
paK rpynHo, nogykenyno4YHon, NpeacTaTelbHOM Xenes, pak andek
(renbl BRCA1, BRCA2) (6e3 onuncaHus pesynbTaToB BPaYoM-
reHetvkoM) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

Ho7

2600

12441

HacnepcTBeHHble crydaun paka MOMOYHOM Xenesbl N/ SUMHUKOB
BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian
Cancer)

Ho12

11120

7004MRI

CemeliHblli MeaynnspHbIA pak WUToBUaHOM Xxenesbl (3k30Hbl 10, 11,
13,14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10, 11,
13, 14,15 Gene RET))

Ho 25

24 255

7005B2I

CVHAPOM MHOXECTBEHHOWN 3HAOKPUHHOWM Heonnasum 2B Tuna (rex
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

o 19

8020

7006A2|

CVHAPOM MHOXECTBEHHOWN 3HAOKPUHHOW Heonnasumy 2A Tuna (3K30HbI
10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11
Gene RET))

Ho 25

13 605

7260

KonnyecTtBeHHOE onpeneneHne COOTHOLEHNS HOPMabHOIoO U
MyTaHTHoro annenen 617V/617F B 14 sk3oHe reHa JAK2
(Quantification of wild-type and mutant allelic ratio of gene JAK2
617V/617F)

Ho 17

8 045

7653

Ananuns mytauunii B reHe BRAF (V600E) (MLLP, kau)

Ho 10

9000

7654

AHanus nepectpoek 1 xpomocombl (FISH, konuy.)

o 8

14985

22.9. HapyweHus obmeHa Beutects (Metabolic Disease, Metabolic Disturbance)

16[T1

HacnepactBeHHas npeapacnonoXeHHOCTb K caxapHomy anabeTty 1-ro
TuNa no Tpem nokycam reHos cuctembl HLA Il knacca (reHb DRB1,
DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 (Insulin-
Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Ho 13

5295

7015IM

HacnepcTteeHHas npeapacnonoXKeHHOCTb K LieNIMaKmm no JIoKycam
reHoB cuctembl HLA Il knacca (DQA1, DQB1)

Ho 13

5305

7003UGI

Cunppom XXunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1))

Ho 9

3845

153[T1

Octeonopos: nonHas naHens (redbl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

o 19

4 265




MeguurHcKnia

UeHTp

153IM/B63

Octeonopos: nonHas naHens (redbl CALCR, COL1A1, VDR) (6e3
onuncaHus pesynbTaTtos BpadyoM-reHeTrkom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

CAHATOPHW

SHAHWE

Ho 16

4185

115l

OcTeonopos: cokpaleHHas naHenb (reHbl CALCR, COL1A1)
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1))

o 19

3430

115IT1/B3

OcTeonopos: cokpaleHHas naHenb (reHbl CALCR, COL1A1) (6es
onuncaHns pesynbTaTtos BpadyoM-reHeTkom) (Osteoporosis: Abridged
Panel (Genes CALCR, COL1A1) (without Description))

Ho 16

3075

7014A-VDRI

OcTeonopos: peuenTtop ButamunHa D (red VDR) (Osteoporosis, Vitamin
D Receptor (VDR) (Gene VDR))

o 19

1500

701463

OcTeonopos: peuenTtop ButamuHa D (reH VDR) (6e3 onvcaHuns
pe3ynbTaToB Bpadom-reHeTnkom) (Osteoporosis, Vitamin D Receptor
(VDR) (Gene VDR) (without Description))

o 16

1475

12011

O6meH ponuesoii kucnoTbl (reHst MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

Ho 12

1850

120IM/B3

O6meH ponuesoii kucnotbl (reHsl MTHFR, MTRR, MTR) (6e3
onuncaHus pesynbTtatos BpadoM-reHeTkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

Ho 9

1680

7691LCl

JlakTasHas HegocTaTtouyHocTb (reH MCM6) (Adult Lactase Deficiency
(Gene MCM®6)

Ho12

505

7779HFEI

HacnepcteBeHHbI remoxpomaTos, | Tun (reH HFE) (Hemochromatosis
Type 1 (Gene HFE))

o 13

945

7017

HOunabetr MODY2, ren GCK, m.

Ho 14

18 310

7018

Ounabetr MODY3,ren HNK-1, m..

Ho 14

18 310

22.10. ®apmakoreHeTtuka (Pharmacogenetics)

1420

NHrnbutopsbl AT, dnysacTtatuH, 6rnokatopsl peuentopos ATII.
[MporHosnpoBaHne HedpPOoNPOTEKTUBHOIO 3ddeKkTa MHFMOUTOPOB
AT® npu HegmnabeTnyecknx 3abonesaHusgx. [eHeTUYecKe MapKepbl
3P PEKTMBHOCTN aTEHO0NA NPV apTEPUATTbHON FTMNEPTEH3NN C
runepTtpoduein NeBoro Xxenygoyka unm tepanum eayBacTtaTMHOM Npu
nwemmnyeckom bonesHu cepgua. OnpepgenerHe Hanmums
nonnMmMopdU3MOB reHa aHrMoTEH3NH-NpeBpaLlatoLLero pepmeHTa (reH
ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers. Forecasting
Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension with Left
Ventricular Hypertrophy or Fluvastatin Therapy in Ischemic Heart
Disease. Detection of Polymorphisms of Gene of Angiotensin-
Converting Enzyme (Gene ACE))

Ho 13

3435

7261D-CY

JloszapTaH/npbecapTaH. [eHeTUYECKNI MapKep pUCKa HapyLLUEHNA
MeTabonrama 61O0KaTOPOB PeLLeNTOPOB aHrMoTeH3nHa ll: nosapTtaHa n
npbecapTaHa no TUNy ocnabneHns 1 YCUIEHUS UX TUMOTEH3VBHOIO
OencTBus, cootTBeTcTBEHHO. OnpepeneHve Hannuus nonnMmopdnsMos
reHa ymtoxpoma CYP2CO9 (Losartan/Irbesartan. Genetic Marker of
Risk of Metabolic Disorders Blockers of Receptors of Angiotensin I,
Losartan and Irbesartan Type of Weakening and Strengthening their
Hypotensive Action, Respectively. Detection of Polymorphisms of
Cytochrome CYP2C9)

Ho 13

2900




MeguurHCKn
LEeHTP

148[T1

7

MeTtoTpekcaT. _['eHeTnYecKne MapKepbl NOBLILLEHHOIO pUcKa
pPa3BUTUSA NOOOYHbBIX PeaKLMii NPU NpUeMe MeToTpeKcaTa Ha GoHe
NeYeHns peBMaTongHoro aptTpuTta. MeToTpekcaT: HapyLleHne
MeTabonmama ¢ponmeoli kucnotel. OnpegeneHne HanN4Yms
nonMopodrn3MoB reHoB pepPMeEHTOB peakumii GoNaTHOro LMKa
(Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

CAHATOPHW

SHAHWE

Ho 12

6585

7261C-CY

HecTepongHble npoTrBoBOCNanuTenbHble NpenapaTol. [ eHeTnyeckui
MapKep MOBbILLEHHOrO PUCKa Pa3BUTUS NOBOYHbIX peaKkunin B popme
YKenyao4uHblx KpoBoTeueHuii npu npueme HMBIM (nbynpodeH,
TEHOKCMKaM, HanpoKCeH, HO He ANKNodeHaK) No TUMy BO3HNKHOBEHNS
YKENyOo4YHbIX KPOBOTEYEHWIA, CBA3aHHbIX C HapyLLEHNEM NX
meTabonmama. Onpegenenne HanM4Msg NONMMopPdU3MOB reHa
umtoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

Ho 13

2900

7261B-CY

CynbdoHMIMOYEBMHA 1 ee NPON3BOAHbIE: _ XJIoprnponamMung,
Tonasamug, rnmbeHknammg n Tondbytamug,. FeHeTn4ecknin Mapkep
pUCKa PasBUTUS HEXXeNaTeNbHbIX IEKAPCTBEHHbIX Peakumii No Tuny
rMNOrMKeMun Npy NpMemMe nepopasnbHbIX CaxapOCHMKAKOLLMX
CPeACTB, CBA3aHHbIX C HapyLLeHneM nx metabonunama. OnpegeneHuve
Hanuuns nonmopdrsmos reHa ymutoxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms
of Cytochrome CYP2C9)

Ho 13

2900

2447

NHTtepneinkun-28B (1J1-28B), reHoTunpoBaHue (ccnegosaHme
reHeTUYeCcKNX MapKepoB, onpeaensolmx 3bPeKTMBHOCTb NeyeHNns
XpoHuyeckoro renatuta C nHtepdepoHom 1 pnbaBrprHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

Ho 10

920

7259BETA

Berta-appeHobnokatopsl. [eH CYP2D6. ®apmakoreHeTtuka (beta-

Adrenergic Blockers. Gene CYP2D6)

o 19

8935

22.11. Cnctema geTokcuKaumm KkceHobnoTukos n kaHueporeHos (Detoxification System of Xenobiotics

and Carcinoge

ns)

Lntoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene

7259 CYP2D6)) Ho19 | 8935
Lntoxpom CYP2C9: nonumopdusmbl 430 C/T (CYP2C9*2) n 1075
7261CYI A/C (CYP2C9*3) Ho13 | 2900
22.12. Ycnyru Bpaua-reHeTtuka (Services of Physician-Geneticist)
OnucaHve pe3ynbTaToB FreHETMYECKOro TecTa 1 KaTeropum CIoXXHOCTU
14600P1 (NeN° 720163, 761163, 701463, 125I'T/B3, 720763) (Genetic Test Ho8 | 572

Results: Description of the 1-st Category Complexity)




MeguurHcKnia

UeHTp

14610P2

OnucaHue pe3ynbTaToB rEHETUYECKOrO TECTa 2 KaTeropum
cnoxHoctn (NeN2118IM1/B3, 121MM/B3, 123I'M/B3, 131M/B3,
141MN/B3,115I'M/B3, 124 MN/B3, 154 1/B3) (Genetic Test Results:
Description of the 2-nd Category Complexity)

CAHATOPHW

SHAHWE

Ho 8

1133

14620P3

OnucaHue pe3ynbTaToB reHETUYECKOrO TeCTa 3 KaTeropum
cnoxHoctn (NeN2122IM/B3, 1291M/B3, 120 M/63, 137IM/B3,
138IT1/63,153I'T1/B63, 110IT1/B3, 114 T1/B63, 140I'T1/E63, 766163,
725863, 134 T1/B63, 135IM/B3, 136'M/B3) (Genetic Test Results:
Description of the 3-rd Category Complexity)

Ho 8

2266

14630P4

OnuncaHuve pe3ynbTaToB reHeTUYECKOro TecTa 4 KaTeropum
cnoxHoctn (NeN2 1441 M/B3, 143 T1/63, 139IM/B3, 145 T1/B3,
108IM/B3, 19I'T/B3) (Genetic Test Results: Description of the 4-th
Category Complexity)

Ho 8

5104

22.13. Onpepe

JIeHue noJia njoaa

3316

Onpe,u,eneHme nona nnopaa. BoigBnexne Y-XpOMOCOMbI nnoga B KpoBun

matepu (Y-chromosome of the fetus in the mother's blood)

Ho 8

4 505

22.14. AytonmmyHHble 3abonesanus (Autoimmune Diseases)

77802

‘ Mcopuas, Tunnposanne HLA-Cwé

| 0018 | 3695

23. HACNNEOQCTBEHHBIE MOHOIEHHbIE 3ABOJIEBAHUA N COCTOAHUS (Hereditary Monogenic

Diseases)

23.1. HacneacrBeHHble MOHOreHHble 3aboneBaHus n coctosHusa (Hereditary Monogenic Diseases)

7803ABCA

AbunoTtpodus cetuatkn, Tun GpaHyeckeTTn (Bonesnb LLTtaprapara 1-
ro Tmna). Monck yactbix myTauuin B reHe ABCA4, u. M. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4,
Freq. Mut.)

Ho18

14 055

7624SLC

AKkpoaepmaTtuT aHTeponaTndecknii. MNMouvck mytaumii B reHe SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

Ho 25

38 805

7804TYR

Anb6UHM3M rnasokoxkHbl TUn 1A. Mounck myTaumii B reHe TYR, M.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

Ho 25

24 285

7881RPS

AHemuns [JarimoHpa-bnekdena. MNonck mytaunii B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

Ho 25

24 285

7107

ApTtporpunos auctanbHbiii (cuHgpom PpumeHa-LLengoHa). Mownck
yacTbix MyTauuii B reHe MYH3, u. M. (Arthrogryposis Distal Type 2A,
Gene MYH3, Freq. Mut.)

Ho 25

13 605

7905FRDA

Gene FXN, Mut.)

Atakcus Qpugpeiixa. MNounck mytaumii B reHe FXN, m. (Friedrich Ataxia,

Ho 25

24 285

7808FRDAI

Atakcuga Opupapeiixa. MNounck YacTbix MyTauuii B rede FXN, u. M.
(Friedrich Ataxia, Gene FXN, Freq. Mut.)

[o 18

8300

7108

AtenocteoreHes (aucnnasus ae ng LLanens). Movck myTauuii B reHe
SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

Ho 25

29125

76100HKI

InarHocTrka atpodun 3putenbHoro Hepsa Jlebepa, u. M.
MuToxoHapuanbHon n aaepHoit [IHK (Leber Hereditary Optic
Neuropathy, detection of frequent mutations of mitochondrial and
nuclear DNA)

o 18

8020

7109LEl

ATpoduga 3putenbHoro Hepea Jlebepa. lNonck YyacTbix MyTaunii B
muToxoHapuanbHoin [HK, 12 4. M. (Leber Hereditary Optic

Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

Ho 25

17 935




SHAHWE

CAHATOPHW

MeguunHcKnia
UeHTp

ATpodus 3pnTenbHoOro Hepea ¢ rnyxoToi. lNovck myTauuin B
«ropaumx» ydyactkax reHa OPA1, «ropsiu.» yu. M. (Optic Atrophy With

77610PAT Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And Ho19 112030
Neuropathy, Gene OPA1, Hot-Point Mut.)
AyToMMMYHHBbIN numdonponndepaTUBHbI CUHAPOM. [Tonck MmyTauni

7706 TNFRSF | B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, o 25 | 38 805
ALPS, Gene TNFRSF6, Mut.)
AyToMMYHHbIN nnMmdonponndepaTUBHbI CUHAPOM. [Tonck myTauni
B «ropsiunx» yyactkax reHa TNFRSF6, «ropsiy.» y4. M. (Autoimmune

7705TNFRS Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Ho19 8465
Mut.)
Adaszna nepeuyHas nporpeccupytowas. lNMouck mytauuin B reHe GRN,

7770GRN M. (Aphasia Primary Progressive, Gene GRN, Mut.) Ho25 129125
Axonpgponnasus. Mounck yacTbix myTaumin B reHe FGFR3, 4. M.

7809FGFRS3| (Achondroplasia, Gene FGFR3, Freq. Mut.) Ho18 114055

77710 Bokosoi amunoTtpodpuyeckuin cknepos (BAC), SOD1, m. Ho19 | 7510

77706 BokoBoii ammnoTpoduruecknii cknepos, c9orf72, u.m. Ho18 | 4700
BonesHb becTa. lNMovick Bcex n3BecTHbIX MyTaumin B reHe BEST1, m.

7709BEST (Best Vitelliform Macular Dystrophy, All Known Mutations, Gene [o 22 | 48 500
BEST1, Mut.)

77800 BonesHb bexueTa, TnnposaHne HLA B51 Ho18 | 3695
BonesHb BunbcoHa-KoHoBanosa. [Monck 4acTbIx MyTaLWii B reHe

7810ATP7BI ATP7B, u. M. (Wilson Disease, Gene ATP7B, Freq. Mut.) Ho18 | 11655

7069 BonesHb BunbcoHa-KoHoBanosa, akzom o 38 | 62 360
BonesHb NannepBopaeHa-LnaTtua. lNonck YacTbix MyTaumin B reHe

7812PANK2 PANK2, u. M. (Neurodegeneration With Brain Iron Accumulation 1, Ho 25 | 9590
Gene PANK2, Freq. Mut.)
BonesHb NepcTtmanHa-LUTpeyccnepa-LUenHkepa. Nonck myTauuin B

7813PRNP reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.) [o25 118075
BonesHb KoypeHa. Monck mytaunii B reHe PTEN, m. (Cowden

7TT5PTEN Syndrome 1, Gene PTEN, Mut.) Ho25 | 43660
BonesHb Kpehitudenbara-Axkoba. Nonck mytaunii B reHe PRNP, m.

7814PRNP (Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) [o25 118075
BonesHb JlepmuntT-Lyknoc. Movck mytauunin B reHe PTEN, m.

7TT6PTEN (Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) Ho25 | 43660
BonesHb Hoppu. Mounck mytauuii B reHe NDP, m. (Norrie Disease,

7816NDP Gene NDP, Mut) o 25 | 13880

77701 BonesHb NapknHCcoHa, KOMMNNEKCHasa AMarHoCTUKa, Y.M. Ho 22 | 8085
BonesHb YHbeppuxTa-JlyHabopra. MNovick myTauuii B reHe CSTB, m.

7818CSTB (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene Ho 25 | 17 935
CSTB, Mut.)
BonesHb YHbeppuxTa-JlyHabopra. [orcK YyacTbix MyTauuii B reHe

7817CSTB CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and Ho18 | 7115
Lundborg, Gene CSTB, Freq. Mut.)

77715 Bonesnb ®abpu, GLA, m. Ho18 | 10 395
BonesHb LTaprapara. MNovck yacteix MmyTauuii B reHe ABCA4, u. M.

7819ABCA4 (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene Ho18 | 14 055
ABCA4, Freq. Mut.)




SHAHWE

CAHATOPHW

MeguunHcKnia
UeHTp

Bpaxupaktunua tvn B1. MNouck myTaunii B reHe ROR2, m.

7820ROR2 (Brachydactyly Type B1, Gene ROR2, Mut.) Ho25 116175
BpoxxgeHHas runepnnasus Hagnodve4yHukos, reH CYP21A2, u.m. (Gene

7802yl CYP210HB, Freq. Mut.) Ho21 18665
BpoxkaeHHas HeuyBCTBUTENIBHOCTb K 6011 ¢ aHrugpo3om. Mounck

7992NTR myTaumin B reHe NTRK1, m. (Congenital Insensitivity To Pain With o 34 | 58180
Anhidrosis, CIPA, Gene NTRK1, Mut.)
"eneodusmnyeckas gucnnasug. Nonck mytaunin B reHe ADAMTSL2, m.

77TADAMTS (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.) Ho25 | 87225
Fremodunus. Nonck mytaunii B reHe pakTtopa IX npm remodpunun B, m.

78228 (Hemophilia B, Gene Factor IX, Mut.) Ho25 | 33965
MeTremornobunemuns, CYB5R3 m. (Methemoglobinemia, Gene

7908DIA1 CYB5R3, Mut) [o 25 | 38 805

77707 ["eHTMHrTOHONOJOOHOE 3aboneBaHue, Tvn 2, JPH3, y.m. No 18 | 4 045

77709 ["eHTUHrTOHONOJOBHOE 3aboneBaHue, Tn 4 TBP, y.m. No18 | 3500

77702 :?VII-ITVIHFTOHOI'IOJJ,O6HbIe 3aboneBaHuns, KOMNJIEKCHas OUarHoCTUKa, No18 | 9125
Mvnep-igd cuHgpom. MNMonck MyTaumii B «ropadmnx» y4acTKax reHa

7989MVK MVK, «rops4.» y4. M. (Hyper-igd Syndrome, Gene MVK, Hot-Point o 25 | 11325
Mut.)
Minep-igd cuHppom. Mounck myTaumii B reHe CD4OLG, m. (Hyper-igd

7778MVK Syndrome, Gene CD40LG, Mut.) flo25 | 48500
Mnep-igm cungpom. Mownck mytaunin B reHe CD4OLG, m. (Hyper-igm

7823CD Syndrome, Gene CD40LG, Mut.) Ho25 | 24285
['vinepkannemmnyeckuin nepnoguyecknii napanmdy. lNovck mytaumin B

7898SCN4A | ak30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Ho25 | 18700
Type 2, Exons 13, 24 Gene SCN4A, Mut.)
'vinepTpoduyeckas kapgmommonatus. Nomck mytaumm B reHe TNNT2,

7824TNNT2 m. (Familial Hypertrophic Cardiomyopathy, Gene TNNT2, Mut.) o341 58180
['MnokanuemMmnyecknii nepnoguyecknii napanudy. lNovick mytaumin B

7603SCN4A | a3k30Hax 12,18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis Ho 25 | 17935
Type 1, Exons 12,18, 19 Gene SCN4A, Mut.)
Mnodocdatemmyeckmnii BUTaMuH D-pe3ncTeHTHbIN paxuT (NoYeyHbIi

7126 docdatHbii anabert). MNounck mytaunin B reHe PHEX, m. o 32 | 106 595
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )
'MnoxoHnpponnasug. Nouck yacTeix MyTauuii B reHe FGFR3, u. M.

7906FGFR3I (Hypochondroplasia, Gene FGFR3, Freq. Mut.) Ho18 | 14055
"naykoma BpoykaeHHas. [Movck mytauunii B reHe CYP1B1, m. (Primary

7825CYP Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1, Mut.) Ho25 119860
"naykoMa toBeHMNbHag oTKpbIToyronbHasa (cuHapom Purepa). Mownck

7127 myTaunii B reHe CYP1B1, m. (Primary Open Angle Glaucoma 1A, POAG | o 25 | 19 860
1A, Gene CYP1B1, Mut.)
[(nomepyoumnTo3 NoYek runonnacTnyeckoro tmna. Novck mytaumin B

7784HNF1B reHe HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, o 25 | 43660
Mut.)
Hednumnt KapHUTUHA CUCTEMHbI NEPBUYHbINA. [ToncK MyTauuii B reHe

7128 SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine | [Jo 25 | 48 500
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

7129

Onactpodunyeckaa gucnnasug. Nonck mytaunii B reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

Ho 25

29125

7927BSCL

IducTtanbHaa moTopHas HeliponaTtus Tvn V. [onck MyTaumin B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2,
Mut.)

Ho 25

33965

71311Gl

IucTtanbHas cnvHanbHas aMnoTpodus BPOXXAEHHAs C Napanyom
nnadparmbl. MNounck mytauuii B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

Ho 32

72705

7132

HducTtanbHasa cnvHanbHas aMnoTpodus BpoXKaeHHas
Henporpeccupytowas. NMNonck MyTaunin B «ropsumnxy» y4acTkax reHa
TRPV4, «ropsy.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Ho 25

16175

7604KRT2

VxTnos 6ynnesubiit. Monck myTtaunii B reHe KRT2, m. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

Ho 25

33965

7133

VIxTnos BynbrapHbiii. lonck yacteix MyTauuii B reHe FLG, 4. M
(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

Ho 25

13605

7829TGM1

VIxTnos namennsapHblii. [Monck Bcex U3BecTHbIX MyTauui B reHe TGM1,
M. (Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known
Mutations, Gene TGM1, Mut.)

Ho 25

48 500

7140

KocTHad reTeponnasug nporpeccupytowas. Nonck mytaumin B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

Ho 25

43 660

7141

KpaHnomeTtaduzapHasa ancnnasmg. lMonck MyTaunii B «ropaumx»
yuyactkax reHa ANKH, «ropsu.» y4. M. (Craniometaphyseal Dysplasia,
Gene ANKH, Hot-Point Mut.)

Ho 25

12 030

7142

KpaHnomeTtadpunzsaprHasa gucnnasus. Nomck mytaumim rena ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

o 32

58180

7143

KpaHuocuHocTos. NMounck mytaunii B reHe TWIST1, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.)

Ho 25

16 900

7717MSX2

KpaHunocrHocTos. MNounck myTtaunii B reHe MSX2, m. (Craniosynostosis
Type 2, Gene MSX2, Mut.)

Ho 25

13880

7719FLT4

Numdepema. Monck myTtaunii B reHe FLT4, m. (Lymphedema, Gene
FLT4, Mut.)

o 34

125960

7834LMNA

JInnogucTtpodus cemeriHag yacTuvHas. NMNonck MyTauni B «ropsumx
yyacTkax» reHa LMNA, «ropsaud.» yu. M. (Familial Partial Lipodystrophy
2, FPLD 2, Gene LMNA, Hot-Point Mut.)

Ho 25

16175

7835LMNA

JInnoguctpodusa cemeriHas yactmyHas. MNonck mytaunii reHa LMNA,
M. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

Ho 25

48 500

7720LMNA

MaHnanbynoakpanbHasa gucnnasug ¢ nunoguctpoduen. lNMonck
MyTauuii B ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia,
Exons 8, 9 Gene LMNA, Mut.)

Ho 25

8 465

7605MVK

MeBanoHoBas aunaypus. Monck mytauuin B reHe MVK, m. (Mevalonic
Aciduria, Gene MVK, Mut.)

Ho 25

48 500

7836DIA1

MeTtremornobuHemus, CYB5R3 u.m. (Methemoglobinemia, Gene
CYB5R3, Freq. Mut.)

o 18

8020

7145

MeTtunrnytakoHoBas aunaypus. Monck mytauuin B reHe OPA3, m. (3-
Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.)

Ho 25

12775

7146

MukpodTanbm nsonunpoBaHHbIn. NMonck myTauuii B reHe GDF6, m.
(Microphthalmia Isolated 4, Gene GDF6, Mut.)

Ho 25

16 900




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

MukpodTanbm c kaTapakToii. [Movck myTaumin B reHe CRYBA4, M.

7991CRYBA (Microphthalmia with Cataract, Gene CRYBA4, Mut.) Ho25 | 29125
MuoknoHuyeckas gnuctonus. Nonck myTtaunii B reHe SGCE, m.

7147 (Myoclonic Dystonia, Gene SGCE, Mut.) Ho 32 158180
MuoToHnyeckas guctpodus. MNMounck yactbix MyTauuii B reHe DMPK, u.

7838DMPKI M. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) Ho18 | 5835

77705 MwuoToHnyeckas auctpodus, Tun 2, CNBP (ZNF9), u.m. o 18 | 4 620
MuoTtoHua TomceHa-bekkepa. Nounck yacTtbix myTauuii B reHe CLCN1,

7148 4. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) Ho20 |13 665

77704 MuToxoHapuanbHble 3aboneBaHNs, KOMMEKCHas AnarHoCTMKa: Mo22 | 7625
MuToxoHgpuanbHaa OHK, 4y.m.

7642 MoneKynsapHbI CKPUHUHI Ha MUKpogeneumn/ Mmkpogynankaumm Mo 20 | 8200
XPOMOCOM
Mykosucungos. MNounck yacTtbix MyTaunii B reHe CFTR, u. M. (Cystic

7791l Fibrosis, Gene CFTR, Freq. Mut.) Ho19 114965
Xopes 'eHTUHrToHa. Monck YacTtbix MyTauuii B rere IT15, 4. M.

7815HDI (Chorea Huntington, Gene IT15, Freq. Mut.) Ho18 | 5835
MbiweyHasa gnctpodus BpoxxaeHHas. MNonck myTtaumin B reHe FKRP, m.

7842FKRP (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.) Ho 25116900
MbiweyHasa gnctpodus BpoxaeHHas. [MoncK YacTbix MyTauuii B reHe

7843FKRP FKRP, u. M. (Muscular Dystrophy-Dystroglycanopathy, Gene FKRP, [Ho 25 | 8920
Freq. Mut.)
Mporpeccupytoas MbiweyHas guctpodus [ioweHHa/bekkepa

7972ANC (MMAn), aeneunn n gynnukaumm reHa DMD Ho17 | 26 680
MbiweyHasa gucTpodurs NOSCHOKOHEYHOCTHas. [TonCK YacTbix MyTauni

7154 B renax CAPN3, FKRP, ANO5, SGCA Ho20 14055
MbiweyHasa gucTpodurs NOSCHOKOHEYHOCTHas. [Tonck myTauni B reHe

7B44FKRP FKRP, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.) Ho25 | 18075
MbiweyHas gucTpodurs NOSICHOKOHEYHOCTHas. [lonck myTauui B reHe

7157 SGCA, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCA, Ho 25 | 29125
Mut.)
MbiweyHas gucTpodurs NOSICHOKOHEYHOCTHas. [lonck myTauui B reHe

7159 SGCB, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene SGCB, Ho 25 | 29125
Mut.)
MbliweyHasa anctpodusg, Tun Dykyama. Monck myTtaunin B reHe FKTN,

7934FKTN M. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) Ho 34 1 58180
MbiweyHasa anctpodusa dmepu-peridyca. Nonck myTaunii B reHe

7163 FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) Ho25 | 38805
MbiweyHasa anctpodusa dmepu-peridyca. Nonck myTaunii B reHe

7999LMNA LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) Ho25 | 48500
MbiweyHasa anctpodusa dmepu-peridyca. Nonck myTaunii B reHe

7935 amepwuHa npu X-cuenneHHor popme, M. (Emery-Dreifuss Muscular Ho 25 | 18 075
Dystrophy, X-Linked Gene Emerine, Mut.)
Hannam MULIBRAY. Mowck mytauuii B reHe TRIM37, m. (Muscle-Liver-

7936TRIM Brain-Eye, Gene TRIM37, Mut.) Ho25 115605
HapyweHunsa getepMmunHaunm nona. NMonck myTtauunii reHa SRY, m.

7903SRY (Disorders Sex Determination, Gene SRY, Mut.) Ho 2519590

7846SRYI HapylweHnnsa npetepMmnHaumm nona. AHanu3 Hannumg reHa SRY, m. Mo 18 | 8020

(Disorders Sex Determination, Analysis Gene SRY, Mut.)




MeguurHcKnia

UeHTp

7938EGR

HacnencrteeHHas MOTOpHO-CeHCOopHas HeliponaTus (bonesHb LLlapko-
Mapu-Tyta) Tvn |. Monck myTtauwnin B reHe EGR2, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene EGR2, Mut.)

SHAHWE

Ho 25

CAHATOPHW

21280

7941GJB1

HacneacrteeHHas MOTOPHO-CeHCOopHas HeliponaTus (bonesHb LLlapko-
Mapu-TyTa) Tun |. Monck mytauuin B reHe GJB1, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene GJB1, Mut.)

Ho 25

13 605

7608GDAP1

HacneacrteeHHas MOTOPHO-CeHCOopHas HeliponaTus (bonesHb LLlapko-
Mapwu-TyTa) Tvn |. Monck yacTbix MyTauuin B reHax SH3TC2, FIG4,
FGD4 1 GDAP1, u. M. (Charcot-Marie-Tooth Disease Type 1B, Gene
GDAP1, Freq. Mut.)

o 18

13 665

7940P0

HacnepcTtBeHHas MOTOpHO-ceHcopHas HeliponaTtua (6onesHb LLlapko-
Mapu-TyTa) Tvn |. Monck myTtauwmin B reHe PO, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene PO, Mut.)

Ho 25

19 440

7918PMP22|

HacnepctBeHHas MOTOpHO-ceHcopHas HeliponaTtusa (6onesHb LLlapko-
Mapu-TyTa) Tvn |. Monck myTtaunin B reHe PMP22, m. (Charcot-Marie-
Tooth Disease Type 1B, Gene PMP22, Mut.)

Ho 25

19 860

7609NDR

HacnepctBeHHas MOTOpHO-ceHcopHas HeliponaTtusa (6onesHb LLlapko-
Mapu-TyTa) Tvn |. [Tonck MyTaumin LbIraHCKOro MPOUCXOXAEHWS B
reHax NDRG1 1 SH3TC2, u. M. (Charcot-Marie-Tooth Disease Type
1B, Genes NDRG1, SH3TC2, Mut.)

Ho18

8 020

7949GDAP

HacnepctBeHHas MOTOpHO-ceHcopHas HeliponaTtusa (6onesHb LLlapko-
Mapwu-TyTa) Tvn Il. Monck mytaunin B reHe GDAP, m. (Charcot-Marie-
Tooth Disease Type 2A1, Gene GDAP, Mut.)

Ho 25

29125

7944MFN2I

HacnepctBeHHas MoTopHO-ceHcopHas HeponaTus (bonesHb LLlapko-
Mapu-Tyta) tvn Il. Mownck YacTbix myTaunin B reHe MFN2, u. M.
(Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. Mut.)

[o 18

8020

7902PMP

HacnepctBeHHas HeliponaTus ¢ NOOBEPXXEHHOCTbLIO Napanunyy oT
caasnenus. MNovck mytaumii B reHe PMP22, m. (Hereditary Neuropathy
with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

Ho 25

21360

7725C1INHI

HacnepcTBeHHbIN aHIMOHEBPOTUYECKMI OTEK. [Tonck MyTaumiin B reHe
C1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

Ho 25

33965

7779HFEI

HacnepctBeHHbIli remoxpomatos, | Tun (reH HFE) (Hemochromatosis
Type 1 (Gene HFE))

Ho 13

945

7847ALX4

HesapaleHne pogHnykos. Monck myTtaunii B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

Ho 25

19 440

7952PMP

HelnponaTtua c napanuyamu ot coasnexHns, PMP22, npeneunmn n
aynnvkauun (Charcot-Marie-Tooth disease type 1A (CMT1A))

o 22

18795

7961GJB2I

InarHocTrka HacneacTBEHHbIX GOPM HEMPOCEHCOPHOM TYrOyXOCTH
(renbl GJB2, GJB3, GJB6, POU3F4, WFS1) u. M. (Diagnosis of
hereditary sensorineural hearing loss (GJB2, GJB3, GJB6, POU3F4,
WFS1 genes))

Ho 14

8390

7963GJB2l

HelipoceHcopHasa HecMHapoManbHasa TYroyxoCTb, MOMHbI aHanns3
reHa GJB2

Ho 25

13880

7910ELA2

Helitponenus. Mouck mytauuiin B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

Ho 25

24 285

7849NPHP1

HedpoHodTus. Mounck mytaumii B rene NPHP1, m. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

o 18

19280

7166

HedpoTtuueckuin cungpom. Nonck mytaunii B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

Ho 32

87 225




MeguurHcKnia

UeHTp

7167

HedpoTtuueckuin cungpom. Nounck mytaunii B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

SHAHWE

Ho 25

CAHATOPHW

38 805

7997SCN

Hopmokanuemmyecknii neprognyeckuii napanud. NMomnck myTtaunii B
3k30He 13 rena SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13
Gene SCN4A, Mut.)

Ho 25

9590

7957RABPN

OkynodapuHreanbHas Mmblwe4yHas guctpodus. NMonck yacTbix
myTauuin B reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy,
OPMD, Gene RABPN1, Freq. Mut.)

o 18

5835

7701XI

OnpepeneHve HepaBHOBECHO NaioHN3aumMm X-XpoMOCOMbI Npu X-
cLenneHHbIX peLeccrBHbix 3abonesaHusax y aesodek (Non-Random X
Chromosome Inactivation in Females)

o 18

10915

12611

OcHoBHble HacneacTeeHHble 3abonesanHns (reHbl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

o 19

29 620

7168

OcTeoneTpos peLeccuBHbIli (MpamopHas 6onesHb KocTtelt). [Movck
myTauuin B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

Ho 32

58180

7958TCIRG

OcTeoneTpos peLeccuBHbIli (MpamopHas 6onesHb KocTtelt). [Movck
yacTblx MmyTauuin B reHe TCIRG1, 4. M. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

o 18

8020

7727THPGD

MepBuyHag runepTpodmyeckas octeocapTponaTus
(naxvpepmonepurocTos). Mounck mytaumnii B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,
Gene HPGD, Mut.)

Ho 25

33965

7728BMPR

[MepBn4yHas neroyHas rmnepTteHsus. [Nonck mytauuii B reHe BMPR2, m.

(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

o 34

72705

7851MEFVI

MNepuoanyeckasa 6onesHb. Movick myTaumii B reve MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

Ho 25

48 500

7012MEl

Mepunopgnyeckas 6onesHb. MNonck YyacToix MyTauuii B reHe MEFV, u. M.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

o 19

11 655

7853RP2

lMurmeHTHas pereHepaums cetyatku. [Novck myTaunii B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

Ho 25

24 285

7176

MukHoamnsocTos. Mounck myTtaunin B reHe CTSK, m. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

Ho 25

29125

7998FLCN

[MTHeBMOTOpPaKC NEPBUYHbIN CMOHTaHHbIN. [ToncK MyTauui B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,
Mut.)

o 34

58180

7636SHH

Monupaktunusa. MNMouck mytauuii B reHe SHH, m. (Polydactyly, Gene
SHH, Mut.)

Ho 25

12030

7730GLI3

Monupaktunua. MNMouck mytauunii B reHe GLI3, m. (Polydactyly, Gene
GLI3, Mut.)

o 34

87225

7178

Moyeynas agncnnasus. Movck myTtaunin B reHe UPK3A, m. (Renal
Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.)

Ho 25

29125

7179

Moyeynas agncnnasus. lNounck mytaymm B ak3oHax 10, 11,13, 14,15
reHa RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10, 11,13, 14, 15
Gene RET, Mut.)

Ho 25

24 285

7180

Mporepus XatunHcoHa-I'mndoppga. Nonck mytaunii B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

Ho 25

48 500

7860COMP

lMceBpoaxoHaponnasug. lNMonck Yyactbix myTaumin B reHe COMP, u. M.
(Pseudoachondroplasia, Gene COMP, Freq. Mut.)

o 18

8390




CAHATOPHW

SHAHWE

MeguurHcKnia

UeHTp

7183

MceBaokcaHToma anacTuyeckas. [Monck YacTbix MyTaLuii B reHe
ABCCS6, u. M. (Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.)

Ho 25

8125

7759LPIN

Pabpomunonus (Mvornoburypus). NMounck mytauuin B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,
Mut.)

Ho 34

106 595

7185

PeTtuHowmsunc. MNMounck mytauuii B reHe RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

Ho 25

29125

7649

CeMmeliHasi rnepxonectepnHeMust (KOMMNEKCHast AMarHoCTUKa - reHbl
LDLR, APOB, PCSK9)

o 18

6 355

7647

CewmeliHas runepxonectepuHemus, reH APOB100

o 18

3295

7645

CewmeliHas runepxonectepuHemus, red LDLR

o 18

9010

7646

CewmeliHas runepxonectepuHemus, reH PCSK9

o 18

8085

7799TNFR

CemeiiHag nepuognyeckas nmxopagka. lNonck myTtaunii B reHe
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome, TRAPS,
Gene TNFRSFIA, Mut.)

Ho 25

29125

7916PRF

CewmeliHblil remodaroumnTapHbii numdornctrnoumtos. lNonck mytauni
B reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
PRF1, Mut.)

Ho 25

24 285

7917STX

CewmeliHbili remodaroumTapHblli nMMborncTnountos. Nonck mytaumin
B reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
STX11, Mut.)

Ho 25

16175

7915STXB

CewmeliHbili remodaroumTapHblii nMMborncTnountos. Nomck Mmytaumin
B reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STXBP2, Mut.)

o 34

58180

7914UNC

CewmeliHblili remodaroumTapHblli nMMborncTnountos. Nonck mytaumin
B reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene UNC13D, Mut.)

o 34

87225

7914UNC1

CewmeliHblli remodaroumTapHbli nuMborncTnoumntos. Nonck YyacTbix
myTauwnin B reHe UNC13D, u. M. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

[o 18

8020

7004MRI

CemeliHblli MeaynnsipHbIA pak WUToBUOHOM xenesbl (3k30Hbl 10, 11,
13,14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10, 11,
13, 14,15 Gene RET))

Ho 25

24 255

7798RET

CemeliHbili MegynnspHbIi pak WUTOBUAHOW enesbl. [onck myTauunii
B 9K30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons
5,8 Gene RET, Mut.)

Ho 25

13 605

7797CIAST

CeMmeiiHblIli xonogoBow ayToBocnanuTenbHbli cuHgpom NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

o 34

58180

7858NGFB

CeHcopHag nonuHeinponatmsa, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

Ho 25

19 440

7733CIAST

Cunpgpom CINCA, ren NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

Ho 25

58180

7870

Cungpom ESC (cungpom Nonbgmana-®aepa). Monck MmyTaunii B reHe
NR2E3, m. (Enhanced S-Cone Syndrome, Goldmann-Favre Syndrome,
Gene NR2E3, Mut.)

Ho 34

29125

7186

Cunpgpom TAR. Nounck myTauunii B reHe RBM8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene
RBMS8A, Mut.)

Ho 25

29125




SHAHWE

CAHATOPHW

MeguunHcKnia
UeHTp

Cunppom Aapckora-CkoTTa (daumnoreHnTtanbHaa gucnnasus). Monck
MyTauuin B reHe FGD1, m. (Aarskog-Scott Syndrome,

7859FGD1 Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Ho25 171065
Mut.)
CuHgpom AnbcTpoma. MNMonck MyTaumin B «ropsaumnxy y4acTKax reHa

7187 ALMS1, «ropgau.» y4. M. (Alstrém syndrome, Gene ALMS1, Hot-Point Ho 25 | 16175
Mut.)
Cunppom AHpepcena. Movck myTtaunin B reHe KCNJ2, m. (Andersen-

7861KCNJ2 Tawil Syndrome, Gene KCNJ2, Mut.) Ho25 | 21360
CuHpgpom AHTnu-bukcnepa. NMNonck myTaumin B ak3oHe 9 reHa FGFR2,

7913FGFR M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) Ho18 | 8465
Cunppom Anepa (akpouedanocnHaakTunms). lMonck yacTbix MyTauni

7862FGFR2 B reHe FGFR2, u. M. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) Ho25 13665
CuHapom Apra. Mounck mytaunii B reHe PRPS1, m. (Art's Syndrome,

7863PRPS1 Gene PRPST, Mut.) [o 25 | 33965
CuHppom banagH-Paninn-Pysanbbaka. lNMouck mytaumin B reHe PTEN,

7796PTEN M. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) Ho25 | 43660
CuHapom Bapta. Mounck myTtauwii B rede TAZ, m. (Barth Syndrome,

7864TAZ Gene TAZ, Mut) Ho 25 | 29125
Cungpowm Bepra-Xora-[btoba (BX[). Movick myTaunii B reHe FLCN, m.

7703FLCN (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) Ho 34 | 58180
CuHpgpom Brnoxa-Cynbubeprepa (cemeliHag popma Heaep>KaHns
nurmeHTa). Mounck yacTbix MyTauuii B reHe IKBKG, 4. M. (Bloch-

7188 Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene IKBKG, Ho20 | 5835
Freq. Mut.)
CuHppom BoysHa-Konpaaun (BKC, uepebporenatopeHanbHblit

7189 cuHapowm). Movck mytaunin B reHe EMG1, m. (Bowen Conradi o 25 | 19 440
Syndrome, BCS, Gene EMG1, Mut.)
Cunapom BbepHcTaaa (cvHapom Kypyasbix Bonoc). [Monck myTaunin B

7734BCS reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) Ho 25119860
Cunpgpom BaapgaeH6ypra-LLaxa. NMounck myTtauwii B reHe EDNRB, m.

7867EDNRB (Waardenburg-Shah Syndrome, Gene EDNRB, Mut.) Ho25 | 35965
Cunpgpom BaapaeH6bypra. lNMounck myTauuii B reHe PAX3, m.

7866PAXS (Waardenburg Syndrome, WS, Gene PAX3, Mut.) Ho25 | 58805
CuHppom BaH gep Byaa. Movick myTtauunii B reHe IRF6, m. (Van der

7190 Woude Syndrome, Gene IRF6, Mut.) Ho25 | 43660
CuHpgpom BuckoTra-Ongpuua (CBO). Mounck mytaunii B reHe WAS, m.

7868WAS (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) Ho25 | 33965
CurHAPOM BPOXAEHHON LieHTpanbHoli runoseHTunaumm (CBLN).

7785PHOX2B | Mowck yacTbix myTaunin B reHe PHOX2B, u. M. (Congenital Central Ho18 | 8 020
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
Cunppom Nepmarcku-INyanaka (AnbbUHN3M Fa30-KOXHbIN C
remMopparm4yeckum gmaTesom 1 NUrMeHTaunen peTmKyno-

7192 3HAOTeNManbHbIX KNeTok). Mounck yactbix MyTtaumii B reHe HPS1,4. M. | o 25 | 11325
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq.
Mut.)
Cunpgpom [peiira (cemeliHbili runeptenopusm). Movck MmyTaumuii B reHe

7869GLI3 GLI3, m. (Greig Syndrome, Gene GLI3, Mut.) Ho 34 | 87225
Cunpgpom Mpucuennu. Mouck myTtaunin B reHe RAB27A, m. (Griscelli

7737RAB27 Syndrome, Gene RAB27A, Mut.) Ho25 | 24285




MeguurHcKnia

UeHTp

Cunpgpom [ykekcoHa-Beiicca. lNMonck myTaunii B ak3oHe 9 reHa FGFR2

CAHATOPHW

SHAHWE

7738FGFR 1 3k30He 7A rena FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Ho 25 | 12030
Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

77703 CuHpgpom OPIJIA, ATNT, y.m. o 18 | 4 620

2003UG| Cunppom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene o9 |3845
UGT1A1))
Cunppom Xyb6epa (CXK). Ananus uncna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert

7194 Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Ho25 119280
Pure Joubert Syndrome, Gene NPHP1, Mut.)
CuHppoMm KapneHTepa (akpouedanononnmcrHaakTUImsa BTOporo

7195 tuna). Mowvick myTtaunin B reHe RAB23, m. (Carpenter Syndrome, Gene | o 25 | 33965
RAB23, Mut.)
CuHppoMm KepaTuta-mnxtmnosa-tyroyxoctu (KUO-cunpgpom). Mownck

7768GJB2 MyTauuin B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, o 25 | 13 605
KID Syndrome, Gene GJB2, Mut.)
Cungpom Knunnens-®eing (cuHapom KopoTKoli wewn). Mounck

7198 myTauuin B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.) Ho25 118075
CuHppom KokkeiHa. Movck myTtaumiin B reHe ERCC6, m. (Cockayne

7739ERCCG Syndrome, Gene ERCC6, Mut.) Ho 34 1106 595
Cungpom KocTenno. Mouck myTaumii B reHe HRAS, m. (Costello

7199 Syndrome, Gene HRAS, Mut.) flo25 | 9590
Cungpom Koddpuna-Jloypu (CKJ). Mounck mytaumnii B reHe RPS6KA3,

7202 M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.) Ho 321106 595
Cunpgpom KpaHnodaumanbHON ANCMopbUN-TYroyXoCTU-YTbHaPHOM

7740PAX3 aesuvaunn knuctei. MNounck mytaunin B reHe PAX3, m. (Craniofacial- o 25 | 38 805
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
IunarHoctuka cunapoma Kpurnepa-Haiapa (CKH, cemeiinas

7010UGl wenTtyxa) (red UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1, Mut.) Ho18 | 24285
Cunpgpom Kpy3soHa ¢ YepHbIM akaHTo30M. [Tonck MmyTaunii B ak3oHe 10

7760FGFR3 reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Ho25 | 9590
Exon 10 Gene FGFR3, Mut.)
Cunpgpom KpysoHa. [Nonck myTauunii B ak3oHax 7 n 9 reHa FGFR2, m.

7964FGFR2 (Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) Ho25 13605

77714 CuHppom NoMKo X-XpoMOCOMbI ¢ Tpemopom/aTtakcuein, FMR1, y.m. 1o 18 | 4 505
Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,

7794CIAST Gene NLRP3, Mut.) o 34 | 58190
Cungpom Makneoga. Nonck myTaumii B rede XK, m. (mcleod

7204 Syndrome, Gene XK, Mut.) Ho25 121280

7643 Cungpom MapTtuHa-Benn (cuHgpom nomkoi X XxpoMocombil) Ho 14 | 4 620
CVHAPOM MHOXECTBEHHOWN 3HAOKPUHHOW Heomnnasuu 2A Tuna (3K30HbI

7006A2I 10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,11 | do 25 | 13 605
Gene RET))
CVHAPOM MHOXECTBEHHOW 3HAOKPUHHOW Heonnasum 2B Tuna (rex

700582 RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET)) fo19 | 8020

77437EB? Cunpgpom MoyaT-BunbcoH. MNounck mytauuii B reHe ZEB2, m. (Mowat- Mo 34 | 72705

Wilson Syndrome, Gene ZEB2, Mut.)




MeguurHcKnia

UeHTp

7965TAZ

CvHAPOM HEKOMMaKTHOro nesoro xenyaoyka (HMJDK, cuiopom HM
JDK, ry6uaTbiii Mmmokapg). NMovck mytauuii B reHe TAZ, m. (Left
Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

SHAHWE

Ho 25

CAHATOPHW

29125

7872NBS1I

CuHapom Huiimeren, NBN u.m. (Nijmegen Breakage Syndrome, NBS,
Gene NBN, Freq. Mut.)

Ho 12

8020

7213

CuHApoMm HorTe-HagKoneHHrKa (octeoHnxoamncnnasng). Monck
myTauuin B reHe LMX1B, m. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

Ho 25

33965

7215

CuHapom Ocnepa-PaHato-Bebepa (HacnencteeHHas
remopparunyeckas TeneaHruakTasus). Nounck mytauuiin B reHe ENG, m.
(Rendu-Osler-Weber Disease, Gene ENG, Mut.)

Ho 25

43 660

7744GLI3

CuHppowm MNannnctepa-Xonna. Nounck mytaunii B reHe GLI3, m.
(Pallister-Hall Syndrome, Gene GLI3, Mut.)

o 34

87 225

7874TBX3

CuHapom Mannuctepa. Mouck mytaumin B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

Ho 25

33965

7217

CuHpapom nogkoneHHoro ntepuriyma. lNonck mytaunii B rere IRF6, m.

(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

Ho 25

43 660

7745FGFR

Cunpgpowm lMNMoandodepa. Nonck mytaunii B ak3oHax 7, 9 rena FGFR2 n
ak30He 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

Ho 25

17 935

7218MEI

Cunpgpom Petta. MNounck mytaumii B reHe MECP2, m. (Retts Syndrome,
Gene MECP2, Mut.)

Ho18

24 285

7219

Cunpgpom CeTtpe-YoTseHa. Monck mytaunii B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

Ho 25

16 900

7220

Cunpgpom Cunbaepa. MNounck mytauuii B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

Ho 25

33965

7221

Cungpom CumncoHa-Ionabu-bemensb. Nonck myTtauuii B reHe GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3,
Mut.)

Ho 25

38 805

7877DHCR7

Cungpom Cmuta-Jlemnu-Onuua (CJ10C). MNounck myTaunii B reHe
DHCR7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

Ho 25

43 660

7879AR

CuHpgpom TecTukynapHon demunnHmnsaumm (CTD, cungpom Moppuca).
Mouck myTaumii B reHe AR, m. (Testicular Feminization Syndrome,
Gene AR, Mut.)

Ho 25

48 500

7747TCOF1

Cungpom Tpuuepa-Konnuusa-PpaHyeckeTtn (MaHamnbyno-
daumanbHbIn gru3ocTos). MNonck mytaunii B reHe TCOF1, m. (Treacher-
Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

o 34

106 595

7748FKRP

CuHgpom Yokepa-Bapbypr (CYB). Monck myTtaunin B reHe FKRP, m.
(Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)

Ho 25

16 900

7984VHL

Cungpom Xunnensa-Jnnaay (Lepebpo-peTUHO-BUCLIEPaTbHbI
aHrnomaTo3s). MNounck mytauuiin B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

Ho 25

18 075

7973VHL

Cungpom Xunnensa-Jnnaay (Lepebpo-peTUHO-BUCLLEPaTbHbI
aHrnomato3). Onpepenervie uncna konuii reHa VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

Ho 28

19575

7652

Cunpgpom LUAOACUIL, reH NOTCH3

o 18

8550
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7223

Cunppowm LLIBaxmaHa-[aimoHpa. MNovick myTauuin B reHe SBDS, wm.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

SHAHWE

Ho 25

CAHATOPHW

24 285

7224

CuHppowm LLiBaxmana-[darimoHpa. lNounck YyacTbix MyTaumii B reHe
SBDS1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDST1, Freq.
Mut.)

Ho 25

8125

7911PLODI

CuHpgpom Inepca-Lanno, Tun V. MNounck 4acTbix MyTauuii B reHe
PLOD, u. M. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq.
Mut.)

o 18

13 665

7750CHRNG

CuHapom Ickobapa. Mounck mytaunin B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

Ho 25

38 805

7226

CkanynonepoHeanbHas muonaTus. [lonck mytaunii B reHe FHL1, m.
(Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.)

Ho 25

38 805

77708

CnacTuueckas napannerus LUtpiomnens, Tun 4, SPAST (SPG4), u.m.

Ho 22

7280

7994IGHMB

CnuHanbHag amnoTtpodus ¢ napanuyom gnadparmol. [lonck myTtauuii
B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

o 34

72705

7996AMU

CnvHanbHag ammnoTtpodus tunbi |, 11, I, IV (c onpepenerHem uncna
konuii SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, ll1, IV (copy
Number Variation SMN2))

Ho 13

18795

7228

CnunanbHasg amuoTtpodus tmnel |, I, 1, IV. Monck myTaumin B reHe
SMN1, M. (TonbKo npu Hanuuum ogHol konum reHa) (Spinal Muscular
Atrophy, SMA, Type |, 11, lll, IV, Gene SMN1, Mut. (Only Presence One
Gene Copy) )

Ho 25

38 805

7976ARI

CnunHanbHo-6ynbbapHas ammoTpodpus KeHHeaun. Monck vyacTbix
myTaumii B reHe AR, u. M. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

[o 18

5835

7788ATXN7

CnnHouepebennsapHas atakcus. NMonck 4acTblx MyTaUnii B reHe
ATXN7, 4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

[o 18

8020

7787ATXN8

CnuHouepebennsapHas atakcus. Nonck 4acTbix MyTaLuWii B reHe
ATXNS, u. M. (Spinocerebellar Ataxia, Gene ATXNS8, Freq. Mut.)

[o 18

8020

77712

CnnHouepebennsapHble aTakcum, pegkne Gpopmbl, 4.M.

[o 18

7740

77716

CnnHouepebennsapHble aTakcum, YacTble GOpMbl, Y.M.

[o 18

7 510

7978PRNP

CnoHrnodopmHag aHuedanonaTua ¢ HelMPONCUXNYECKNMUA
nposienennamu. Mouck myTtaunin B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

Ho 25

18 075

7230

CnoHgunokocTanbHbili gn3ocTo3. [lonck myTauunii B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

Ho 25

33965

7979TRAP

CnongunoanudunsapHas gucnnasus (CO). Mounck myTaumii B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

Ho 25

21280

7980PRPS1

CynepaktnBHocTb pocdopubosnnnmpodocdaT cuHTeTasbl. [Torck
MyTaunii B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase
Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

Ho 25

33965

77711

TopcuonHas auctoHus, Tun 1, TORTA (DYT1), 4.m.

o 18

4 620

7638TRPS

TpuxopuHodanaHreanbHbll cuHapoMm. MNonck myTauunii B reHe TRPST,
M. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

Ho 25

48 500

7238

TpombounToneHus BpoxXxaeHHad. [Nonck myTtaumin B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,
Mut.)

Ho 25

38 805
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7885PRNP

®aTanbHasa cemeliHas MHCOMHUS. Monck myTaunii B reHe PRNP, m.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

SHAHWE

Ho 25

CAHATOPHW

18 075

7888PAH

®enunnkeToHypus. NMonck mytaumin B reHe PAH, m. (Phenylketonuria,
PKU, Gene PAH, Mut.)

Ho 34

58180

77811

DeHnnkeToHypms. NMonck yacTbix MyTaumin B reHe PAH, 4. M.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

o 19

19 670

7240

Dunbpoancnnasma occudurumpyroLas nporpeccupytowas. Monck
MyTauui B «ropsavmx» y4acTtkax reHa ACVR1, «ropsy.» yy. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

Ho 25

19 440

7241

dunbpoancnnasmsa occudurumpyroLas nporpeccupytowas. Monck
MyTauunii 6es «ropsaumx» yyactkos reHa ACVR1, 6e3 «ropsay.» yy. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

Ho 25

33965

7891BTK

X-cuenneHHasa arammarnobynmHemus. Nonck myTtauuin B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

o 34

87 225

7981BIRC4

X-cuenneHHbli numdonponndepaTyBHbli cuHapom (bonesHb
JyHkaHa, cuHapom MNyptunbo), XIAP m. (X-Linked Lymphoproliferative
Syndrome, XLP, Gene XIAP, Mut.)

Ho 25

38 805

7982SH2

X-cuenneHHblin numdonponudepaTnsHbIi cuHapoMm (bonesHb
OyHkaHa, cuHapom MypTtunnbo). Movck mytauwnii B reHe SH2D1A, m. (X-
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

Ho 25

19 440

7894FRMD7

X-cuenneHHbI MOTOPHBIN HUCTarMm. MNouvck myTtaumin B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD?7,
Mut.)

Ho18

58180

7983IL2RG

X-cuenneHHbIn Ta)ebli KOMOUHVPOBaHHbI MMMyHoaebuumT. MNonck
MyTauuii B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

Ho 25

19 440

7786RMRP

XoHpgpopucnnasnsa meTadpusapHas, Tun Mak-Kbtocuka. [Nonck
myTaunii B reHe RMRP, m. (Metaphyseal Chondrodysplasia, mckusick
Type, Gene RMRP, Mut.)

Ho 25

8 465

7244

XoHpgpopucnnasuns TouedHas KoHpagun-XioHepMmaHa. [ovck myTaumin B
reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann
Syndrome, Gene EBP, Mut.)

Ho 25

19 440

7245

XoHppokanbumHos. [Mounck mytauuii B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene
ANKH, Mut.)

o 32

58180

77798

«[lpobbeBnaHaa» xopmopeTmnHonaTusd, TunnposaHe HLA-A29
(Birdshot chorioretinopathy, HLA-A29)

[o 18

3695

7889CHM

Xopouaepemus. MNounck mytaumii B reHe CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

Ho 34

72705

7890CYBB

XpoHuyeckas rpaHynemMaTosHas 6onesHb. [lonck MyTauuii B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

Ho 34

58180

7757ERCC6

LlepebpookynodaumockeneTHbln cuHapoM. Nonck MyTaunii B reHe
ERCC6, m. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

Ho 34

106 595

7896EXT1

DK30CTO3bl MHOXECTBEHHbIe. [MTonck myTauunii B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

Ho 34

58180

7895EXT2

DK30CTO3bl MHOXECTBEHHbIe. [Tonck MmyTauuii B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

Ho 34

72705
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7758NDP

JKccypaTrBHas BUTPeoxopeopeTuHabHas guctpodus. [Nonck
myTaunin B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR,
Gene NDP, Mut.)

Ho 25

12775

7897EDA

IKTogepMasbHas aHruapoTudeckas avcnnasus. Nonck Mytauunin B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

Ho 25

38 805

7883GJB6

IKTogepMarbHas ruapoTudeckas aucnnasus. NMonuck MyTaumnin B reHe
GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

Ho 25

13880

7248

AnudursapHasa gucnnasms, MHoXXecTBeHHas. [1oMck YacTbIXx MyTaunii B
reHe COMP, u. M. (Multiple Epiphysial Dysplasia, MED, Gene COMP,
Freq. Mut.)

Ho 20

7730

7249

AnudunsapHasa gucnnasms, MHOXXecTBeHHas. [lovck MyTauwnii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,
Mut.)

Ho 25

29125

7985ALOX

dpuTpoaepmMusa BPOXKaeHHas XTnosHas (HebynnesHas). Mounck
myTauuin B reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene ALOXE3, Mut.)

o 34

72705

7987L0OX12

SpuTpoaepmMumsa BPOXKaeHHas MxTnosHas (HebynnesHas). Mouck
myTaumin B reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene LOX12B, Mut.)

Ho 25

48 500

7986 TGM1

SpuTpoaepMus BPOXKaeHHas UxTnosHas (HebynnesHas). Mounck
myTaunii B reHe TGM1, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene TGM1, Mut.)

Ho 25

48 500

7901GJB3

Idputpokepatogepmus. NMonck mytaunii B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

Ho 25

12775

7899GJB4

Idputpokepatonepmus. Nonck mytauunii B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

Ho 25

12030

7250

SpUTPOoLUTO3 peLeccuBHbll (cemernHas HacneacTBeHHas
nonvumtemns). Monck mytauunii B reHe VHL, m. (Autosomal Recessive
Erythrocytosis, Gene VHL, Mut.)

Ho 25

16 900

7900VHLI

SpUTPOLUTO3 peLieccuBHbIV (CemelHas HacneacTBeHHas
nonuuntemms). NMounck yactbix MyTauuii B reHe VHL, 4. M. (Autosomal
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

[o 18

8020

7021

"eHopgMarHocTnka beTa-TanacceMuii U reMmornobnHonaTuii
(reHotunuposaHune HBB) (Molecular diagnosis of beta-thalassemia
and hemoglobinopathies (HBB gene))

Ho7

10910

7022

OuarHoctuka TTR-amunonaosa (cekBeHnpoBaHmne 2-4 3K30HOB reHa
TTR) (Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4
exons of TTR gene))

Ho7

10910

7023

eHopguarHocTuka anbda-tanaccemun (HBA1, HBA2, HS-40)
(Molecular diagnosis of alpha-thalassemia (HBA1, HBA2 genes and
HS-40 regulation locus))

Ho7

10910

24. ONPEOENEHME BNOJTOIMMYECKOIO POAOCTBA B CEMbE: OTLUOBCTBA N MATEPUHCTBA
(Definition of Biological Relationship: Paternity and Maternity)

24.1. OnpeneneHne buonornyeckoro poacTea B ceMbe: oTuoBcTBa n matepuHcTia (Definition of
Biological Relationship: Paternity and Maternity)

BP3/5

CpouHoe ycTaHOBNEHVEe BUOMOrMYecKoro POACTBa A9 OAHOMO U3
poauTenei npu 6beccnopHom poacTee apyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

Ho 8

47 395
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BP3/20

YcTaHoBNEeHVe B1MOI0rMYECKOro POACTBa A1 OAHOIO U3 POAUTENEN
npu 6eccnopHom poacTee apyroro (3 yen.) (Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

CAHATOPHW

SHAHWE

o 10

22530

bP2/5

CpoyHoe ycTaHOBNEHME BUOMOrMYECKOro POACTBa A1 OOHOIO U3
poauTenei npu otcytcteum apyroro (2 yen.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2
Persons))

Ho 8

47 395

BP2/20

YcTaHoBneHne 61Mo0rMYecKoro poacTBa A1 OgHOro U3 poanTenei
npu otcytcTeum apyroro (2 yen.) (Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

o 10

20165

BP/00Tr

JononHuTenbHbIN y4acTHUK nccneaosaHns (pebeHok nnv maTb Unu
oTeu) (Additional research participant (child or mother or father))

o 10

7145

25. HACNEACTBEHHbIE EOJTIE3HN OBMEHA BELLLECTB Y HOBOPOXXAEHHbIX / CKPUHUHI
«MNATOYKA» (Hereditary Metabolic Disorders in Newborns. Newborn Screening "HEEL")

25.1. HacnepcTteeHHble 60ne3Hn obmeHa BelecTB y HOBOPOXAEHHbIX/CKpUMHUHT «[1aTtouka» (Hereditary
Metabolic Disorders in Newborns. Newborn Screening "HEEL")

*[1ns TecToB, NOMEYEeHHbIX *, Heobxoauma npobonoarotoska (HMAT).

HBO2

AHanus cnekTpa opraHNYecKmx KNCIOT MOYN METOAOM Fra3oBoO
xpomaTtorpadum ¢ macc-cnektpomeTtpuen (FX/MC) (Analysis of the
spectrum of organic urine acids by gas chromatography with mass
spectrometry (GC / MS))

Ho16

14 945

7060

OnpepeneHve akTMBHOCTYN BUOTUHMAA3bI (HEQOCTAaTOYHOCTb
6uoTtuHngassl) (Biotin-Dependent Carboxylases Activity (Biotinidase
Deficiency))

Ho12

9010

7061

B2XXX-MC-MC opraHuueckux kucnot (cykumHunaueTtoH) (HPLC-
MS/MS Organic Acids (Succinylate))

Ho12

6110

7040

YacTtaa mytauus B rede BTD (HepgocTaTouHocTb 6uoTtnHugassl) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

Ho12

10270

7041GCDH

Yactasa mytauus B reHe GCDH (rnytaposas aumaypus tun 1) (GCDH
(Glutaryl-coa Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,
Type 1))

Ho12

9010

7042

MonHbii aHanus reHa GCDH (rnytaposas aunaypus tin 1) (GCDH
(Glutaryl-coa Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

o 22

76 485

7048

Yactas mytauus B reHe HADHA (HegoctaToyHOCTb
ONVHHOLENOYeYHOM 3-rapokcraumn-koa-germaporenassl) (HADHA
Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase
(LCHAD) Deficiency))

Ho12

9010

7052

Yactas mytauus B reHe ACADM (HegocTaTouHOCTb
cpefHeLenoyeyHon gerngporeHassl XupHbix kucnotr MCAD) (ACADM
Gene, Freq. Mut. (Medium-Chain Acyl-coa Dehydrogenase (MCAD)
Deficiency))

Ho12

9010

7055

MonHbii ananus reda OTC (HepocTaToOYHOCTD
opHUTUHTpaHckapbamunasbl) (OTC Gene (Ornithine
Transcarbamylase (OTC) Deficiency))

Ho 22

70815

7056

YacTtblie myTauum B reHe FAH (tuposunemus tun |) (FAH Gene, Frea.
Mut. (Tyrosinemia, Type 1))

Ho 12

16 205

7057

MonHbii aHanus reHa FAH (tuposuHemus tun I) (FAH Gene
(Tyrosinemia, Type 1))

Ho 22

92 905
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2058 Ll\i/lauczc'.rlzlé;?tlﬁl“izﬂgi) reHa ASS (untpynnuHemus) (ASS Gene, Freq. o012 | 17790

27. KOMMJIEKCHBIE NMPOIrPAMMbI OECJIEQOBAHWUN (Mpodunu) (Profiles)

27.1. na peten (For children)

OBC45 (1601) AHanusbl ons geTtckoro capa v wkonbl (Testing for Kindergarten and o2 |2255
School)

OEC47 I(r)]?ee;ri(jnvsn:\nlnr/;yr:z(r:;oRoeTSBpeoTssz)neTCKmM nHdpekumam (Pediatric o6 |7130
3popoB.bii pebeHok: ona geten ot 0 po 14 net (Healthy Child: for

OBC89 Cﬁilgren froFr)’n Oto 14%earns) : ( ! 1 895

OBC159 [MepBUYHOE na6opaToE)Hoe obcnepnoBaHvne aeTen Npu NOAO3PEHUM Ha o3 |3120
pasBuTME OCNOXXHEHWUI nocne nHdekumn COVID-19

27.2. Ong xeHuwuH (For women)

27.3. Ong my>xuuH (For men)

OBC96 VIP-o6cnenosanve ans myxuuH (VIP-Survey for Men) Ho4 | 11435

OBC171 [(MnoroHagnam y My>K4nH 1 4 600

OBC183 KomnnekcHoe ropMmoHanbHoe obcnegoBaHme ans My>4mnH Ho2 | 3800

27.4. ExxerogHble npodunakTnyeckue obcneposanunsa (Annual preventive examinations)
ExxerogHoe npodurnaktmnyeckoe obcnenoBanune (nocne 40 net

OBC46 (Annu:ItChecE-ijp after 40 Years of Agg) ( ) 1 6460
300p0B Thl — 300POBa CTpaHa: exxerogHoe npodunakTnyeckoe

OBC79 obcneposarve (o 40 net) (Healthy You — Healthy Country: Annual 1 5135
Check-Up up to 40 Years of Age)

OBC155 ExxerogHas npodurnakTrka: MMHUMAaNbHbIA CKPUHUHT 1 740
NHBUNO®DJT1OP — komnnekcHoe nccnepoBaHne MUKpodnopbl

3020 yporenuTtanbHoro TpakTa (INBIOFLOR — Comprehensive Study of Ho3 | 3560
Microflora Composition of Urogenital Tract (UGT))

OBC184 BeccoHHnua Ho4 | 5030

OBC196 Crpecc Ho4 | 7685

OBC199 OuddepeHunanbHasa guarHoctTnka genpeccum 1 6 200

27.5. CnopTusHbie npodpunu (Sport Profiles)

CrnoprPT1 Supersport basoBbili Ho2 |3195

CroPT2 Supersport OnTmanbHbIi Ho2 | 4895

CrnoPT3 Supersport MpoaBUHYTLIN Ho2 | 8570

OBC160 Supersport — MuHManbHbIN Ho3 | 2425

27.6. O6cneposaHue pomawHero nepcoHana (Checkup of household staff)

OBC48 (1601) | «Mos 3poposas HaHsi» (My Healthy Nurse) | [o7 [ 9430

27.8. Onarnoctuka antudochonunuaHoro cuHapoma (Diagnosis of antiphospholipid syndrome (APS))

OBC55

AnTtudocdonmnugHbii cungpom (ADC), nabopaTopHblie KpUTepUn
(Antiphospholipid Syndrome, APS)

Ho7 | 4715

27.9. [inarHocTrka cCOCTOSIHUS XenyaodyHo-kuweyHoro TpakTta (Diagnosis of gastrointestinal tract (Gl

Tract))

OEC62 ﬂ,mar.Hocn./lKa LeNraKmmn: HenepeHoCcMocTb 6enka 3nakos (rnTeHa) o9 |7310
(Coeliac Disease: Gluten Intolerance )

27.11. HennsasusHas oueHka ¢$pnbposa neueHun (Non-invasive Assessment of Liver Fibrosis)

1CTC CreatockpuH (steatoscreen) Jo3 | 6980

20M ®ubpomakc (fibromax) Jo3 |18175

3PT ®ubportecrT (fibrotest) Jo3 |14015
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dM-P ®ubpomakc (fibromax) Jo3 | 16070
dT-P ®ubportecrT (fibrotest) Jo3 |12315
4HOT NASH-fibrotest Ho3 | 20270
HOT-P NASH-fibrotest (pacueTHbiin) Jo3 |19780

27.13. N'ocnuTtanbHble nccneposanus (Hospital Examination)

locnutanusauung B TepaneBTUYeckuii ctaumoHap (Hospitalization in

OBC77 Therapeutic Hospital) 1 5035
OEC78 FocnIMTanm3a|..|,m9| B Xpyprudeckuii ctaunoHap (Hospitalization in 1 080
Surgical Hospital)
locnnTanusauvsa B XMpypruyeckuii ctaunoHap: paclumpeHHoe
OBC106 obecnepnosarve (Hospitalization in Surgical Hospital: Extended Survey) fo4 | 9825
OBbC189 [MapTHepckue poabl o5 |3720
OBC197 [MnaHoBag rocnnUTannsauuns B akyLLEPCKOe oTaeNeHmne Ho3 | 7100
OBC198 [locnuTanusaunsa B oTaeneHne rmuHeKoorum Ho5 | 8485

27.14. lnarHocTtmka 3abonesaHuin coeguHntenbHon TkaHm (Diagnosis of connective tissue diseases
(disorders of connective tissue))

27.16. [lnarHoctuka u KoHTponb Tepanuu octeonopo3a (Diagnosis and monitoring therapy for
osteoporosis)

OBCT1 HunarHocTtrka octeonopo3sa (Diagnosis of Osteoporosis) 1 3650

OueHka meTabonnama KOCTHOM TKaHU U pYCKa OCTEOMNOPO3a:
OBC124 pacwupeHHoe obcneposaHne (Metabolic bone and osteoporosis risk Ho3 | 4195
evaluation: comprehensive examination).

27.19. Npobnembl Beca (Weight Problems)

Mpobnembl Beca (nepBryHOE obcneoBaHne 340P0Bbs NaLMEHTOB C

OBCo4 HapyweHuamn seca) (Weight Problems: Primary Survey) Ho6 14515

OEC94NEW Mpobnembl Beca (nepBryHOe obcnenoBaHne NaumMeHToB C Mo2 |5245
HapyLueHVieM Beca)

OEC107 ﬂgpep, AveTol: MMHUMarnbHoe obcnegosaHue (Survey Before Diet: Mo2 | 2460
Minimum)

OEC108 Mepepn aveToii: pononHuTenbHoe obcnenosarHne (Survey Before Diet: o2 | 7560

Additional )

Komnnekc nccnepoanuin "Mpobnembl Beca: MeTaboINYECKNIA
cvHApPOM (CKPUHMHIOBOE NepBuYHoeE BbisiBrieHne) 'Briovaet
nabopaTopHble NCCNeaoBaHNS: TPUMMLEPWAbI, XONEeCTEPUH OOLLNIA,
MC xonectepuH J1MBIT, xonectepwuH J1THI, rntokosa; ycnyru no Ho2 |1300
dYHKLUMOHaNbHOM OMarHOCTUKE 1 aHTPOMOMETPUN: U3MEpPEHME
apTepuanbHOro gaBneHus, usmepeHve okpyxxHocTtu Tanum (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

27.20. OueTsl (Diets)

OBC112 BereTapunaHupbl 1 3145
OBC113 MuTaHne, ncknoYyaloLlee KpacHoOe MACOo 1 650
OBC114 BenkoBag gneTa 1 3050
OBC129 Mpodunb Berarbl « MUHUMaNbHbIA» Ho6 | 8665
OBC130 Mpodunb BeraHbl «bazoBbiny Hoé6 | 10470
OBC131 Mpodunb BeraHbl «PacluvpeHHbIn» Joé6 |18150

27.21. 3aboneBaHuns BepxHux abixaTenbHbix nyten (Upper respiratory tract infection (URI))

OP3, OPBW (Hacmopk, Kaluenb, 6onb B ropne) (Acute Respiratory

OBCo7 Infections, ARI: Runny Nose, Cough, Sore Throat)

Ho7 | 9800




CAHATOPHW

SHAHWE

MeguunHcKnia
UEeHTp

OEC158 KoHTponbHoe vlccne,uoaaljme nocrne nepeHeceHHol OCTPO o2 |2070
pecnnpaTopHOWN BUPYCHOW NHDEKLWM

OBC163 O6cnepoBaHue nepep BakumHauymen npotne COVID-19 Ho4 | 3195

27.24. KpacoTa Koxwu, Bonoc u HorTei (Beauty of skin, hair and nails)

OBC118 KpacoTta 3noposoit koxu (Healthy skin beauty) 1 2875

OBC119 CVI.J'IbeIe BOJOCbI, KPEMKye HorTu, bapxaTHas koxa (Strong hair and fo6 | 4475
nails, velvet skin)

27.27. OueHka cBepTbiBatowen cuctembl Kposu (Assessment of Coagulation System)

OBC174 ‘ [Mepepn HasHayYeHMEM aHTUKOarynsaHTOB ‘ Ho 2 ‘ 2 300

27.28. COVID-19

OBC172 IunarHocTtuka noctkoBuaHoro cuHapoma (Diagnosis of Post-COVID- o2 |5345
19 syndrome)
KomnnekcHoe nabopaTtopHoe obcnenoBaHne nocne nepeHeceHHoro

OEC177 COVID-19. AnarHocTtrka nocTkoBuaHoro cuHapoma (6es o2 |4140
onpeneneHvs igg aHtuten K supycy SARS-cov-2) (Diagnostics of
post-COVID-19 syndrome (without igg antibodies to SARS-cov-2)
IOna nepeboneswnx COVID-19. OueHka kapguopucka (For recovered

OBC178 from COVID-19. Heart risk assessment) Ro2 | 2740
IOna nepeboneswmx COVID-19. O6cnepoanne dyHkumm nevenn (For

OBC179 recovered from COVID-19. Liver function tests) fo2 1535
IOna nepeboneswmx COVID-19. O6cnepoaHne dyHkumm nodek (For

OBC180 recovered from COVID-19. Kidney function tests) fo2 1690
IOns nepeboneswnx COVID-19. ButamuHbl n muHepans! (For

OBC181 recovered from COVID-19. Vitamins and minerals) fo6 15165

lnga 3anucu:
+7 918 603 51 85
+7 862 269 40 05

E>xxegHeBHo ¢ 8:00 go 20:00, 6e3 nepepbIBOB.

Apnpec:r. Coun, yn. lNpoceeuwernus, 139
(Bxop, uepes ueHTpanbHoe KIIM co ctopoHb! yn. JleHnHa).

lNoceTutenam MEOAMLIMHCKOIO LLEeHTpPAa npeaocrtaBndeTCcd NnapKoBKa.




